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Abstract
With one exception (epidemic relapsing fever),
borreliae are obligately maintained in nature by ticks.
Although some Borrelia spp. may be vertically
transmitted to subsequent generations of ticks, most
require amplification by a vertebrate host because
inheritance is not stable. Enzootic cycles of borreliae
have been found globally; those receiving the most
attention from researchers are those whose vectors
have some degree of anthropophily and, thus, cause
zoonoses such as Lyme disease or relapsing fever.
To some extent, our views on the synecology of the
borreliae has been dominated by an applied focus,
viz., analyses that seek to understand the elements
of human risk for borreliosis. But, the elements of
borrelial perpetuation do not necessarily bear upon
risk, nor do our concepts of risk provide the best
structure for analyzing perpetuation. We identify the
major global themes for the perpetuation of borreliae,
and summarize local variations on those themes,
focusing on key literature to outline the factors that
serve as the basis for the distribution and abundance
of borreliae.

distinct pieces. Are there many different themes
(Beethoven’s oeuvre) or simply variations on a few
themes (kazoo vs. orchestral interpretations of the 5th
Symphony)? Are the local vector-pathogen-host
systems unique, or are they simply local variations?
In what follows, we attempt to identify the main
contributors to the perpetuation of the borreliae, with
the aim of analyzing the factors that serve as the
basis for their distribution and abundance. This is not
a comprehensive review, nor do we recapitulate other
reviews on the subject, but rather emphasize specific
primary literature that make points that we consider
to be critical to advancing the field. The perpetuation
of borreliae, of course, depends on that of their
obligate vectors and vertebrate hosts, but this review
is not focused on tick or animal ecology, but to the
extent possible, on the spirochetes in relation to their
hosts.
Perpetuation and the zoonotic condition
The population biology of infectious agents is
centered on understanding how the basic
reproduction number (BRN), in its simplest form the
number of secondary infections that derive from one
infection, exceeds 1 from generation to
generation(May, 1984). BRN<1 implies local
extinction. BRN=1 is maintenance of the agent.
BRN> 1 allows for perpetuation in local space and
time. The enzootic cycle refers to the dynamic biotic
and abiotic associations allowing for perpetuation.
(For vector borne infections and those of ticks in
p a r t i c u l a r, s u c h a s s o c i a t i o n s n e c e s s i t a t e
conceptualizing BRN in terms of production of new
infections in the next generation, averaging between
infected vectors and vertebrate hosts (Hartemink et
al., 2008). We use the simple heuristic concept of
BRN in this chapter). Some spirochetes of the genus
Borrelia (herein termed borreliae) can cause infection
and disease in humans (e.g., relapsing fevers and

Introduction
Whereas the term “borreliosis” comprises relapsing
fever, Lyme borreliosis, and the veterinary
borrelioses, great global diversity of the causative
agents, as well as related spirochetes not associated
with disease, has been recognized during the last
three decades. In part, borrelial diversity has been
recognized more easily due to profound advances in
genetic characterization but also because of
increased attention by researchers. Is there a similar
diversity in life cycles of these borreliae? In this
review, we try to describe the essential character of
the borrelioses at the ecological scale, with the
objective of determining whether there are a limited
number of orchestral pieces or a large oeuvre of
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Lyme disease) and are zoonotic, that is, they are
infections maintained by animals other than humans
that can infect and cause disease in humans. The
term “anthroponotic” designates the maintenance of
an infection that solely has humans as the critical and
only vertebrate host. A simplified view of the zoonotic
condition is that BRN greatly exceeds that required
for perpetuation, allowing spillover or overflow from
the enzootic cycle and increased probability that
humans encounter infection. Of course, even in the
presence of large numbers of infected ticks, there
might be no human infection unless the tick vector is
anthropophilic and human behavior allowed for
exposure to the ticks. Not all borreliae affect human
health; some are veterinary agents. Some borreliae
may even be elements of a tick or vertebrate’s
microbiome with no effects on the fitness of their
hosts. There are also borreliae in enzootic cycles that
are very unlikely to become zoonotic, or borreliae
very closely related to zoonotic ones to which people
are certainly exposed but evidence to date fails to
confirm infectivity to humans. Other than the
anthroponotic borreliae (African tick borne relapsing
fever and louse borne relapsing fever), the capacity
to infect humans has no bearing on perpetuation
(i.e.,humans are dead end hosts for the borreliae).

description of pathogen genetic diversity or microbial
interactions (“coinfection”). The kind of vertebrate
host that is most abundant, with the greatest tick
burden and greatest infectivity to ticks is identified
within a site, again by limited cross-sectional or
convenience trapping at specific time points and is
called the “reservoir”. All too often, such a “snapshot”
is considered representative of the “ecology”. Such
snapshots, however, undoubtedly miss the
complexity of borrelial perpetuation. With ecologists,
the dynamic nature of an ecosystem is assumed:
vertebrate hosts and their symbionts, as well as the
animals and plants with which they interact, have
varying demography within and between
transmission seasons and, hence, longitudinal
observations are needed. Sites, even those
separated by a few hundred metres or less, may
greatly differ in vegetation structure as a function of
historic landscape use, local weather, geology or
connectivity with other habitat patches and thus the
fauna and flora may differ; such microhabitat
heterogeneities comprise additional vessels in which
natural selection may operate to promote
perpetuation. Genetic diversity of the host, pathogen,
and vector is axiomatic; natural selection operates
continually.

Ecology and epidemiology
Analyses of the ecology of the borrelioses,
particularly those caused by Borrelia burgdorferi
sensu lato, have mainly had the objective of
understanding human risk for acquiring infection and
sustaining disease. (In practical terms, funding for
ecological research is more easily justified by the risk
implications.) Risk, however, has a strong human
behavioral component that may skew our way of
studying the natural history of the causative agents.
For example, an epidemiologist would ask “what are
the faunal attributes of a yard that are associated
with risk to those exposed to that yard?” but an
ecologist would ask “are the factors that contribute to
the basic reproduction number of the agent different
in a yard as opposed to the woodland?” with little
interest in whether answering the question might
have implications for risk. The field measurements
would differ in emphasis: in the former, the
entomological inoculation rate (also known as
“density of infected nymphs” ) is determined by drag
sampling, the fauna and its tick burden at the time of
sampling is described (usually by limited crosssectional or convenience trapping), and either or both
are compared with measures of human disease
incidence. Added layers of complexity might include

Borreliae are obligately maintained by ticks, with one
exception (louse borne relapsing fever). In some
cases, they may be perpetuated by inheritance by
the vector alone (in which case the vector is the
reservoir) but in most cases a vertebrate amplifying
host (typically called a reservoir) is required due to
unstable inheritance in which infection is gradually
lost with successive generations in the absence of
new infection during a bloodmeal. The ecology of
borreliae, therefore, comprises that of 3 distinct
organisms (borrelia, arthropod, and vertebrate) and
all the possible interactions between them, as well as
those with other animals and plants in the
environment and the physical environment itself.
Even the bacterium within its tick vector might be
indirectly affected by environmental stressors (e.g.,
prolonged exposure of an infected tick to dessication
leading to its increased activity to rehydrate, thereby
depleting tick energy reserves, which might lead to
downregulating innate immunity or perturbation of
microbiota). Borreliae would certainly be affected by
the environment via the success of ticks finding and
feeding on hosts, as well as anything else affecting
the survival of their tick hosts, including weather or
predation. Any single year’s effects may exert
changes for years to come: a decrease in hosts
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during the months when larvae are most active (in
the example of the typical phenology of some hard
ticks) within one transmission season might imply
fewer resulting infected nymphs in the next year. This
would lead to less spirochetal transmission (fewer
infected vertebrate hosts); if there was no
compensation for fewer infected vertebrates (e.g., by
clustering of larvae and massive feeding on the few
existing infected hosts…hence the term “amplifying
hosts”), then one poor transmission year could imply
poor transmission for many following years due to a
chain of dependent events. In the absence of humandirected intervention, though, there has been no
report of stable reduced transmission over time in
any site, suggesting generally effective buffering of
the transmission cycle.

stages of Ixodes ticks may feed on larger hosts that
are less susceptible to spirochetal infection, if at all.
With relapsing fever spirochetes, infectivity is thought
to be of limited duration due to eventual immune
control even with antigenic variation; soft ticks, with a
few exceptions, take a few hours at most to feed and
may become ready to feed again within a few weeks,
with there being as many as 5 nymphal stages (and
even multiple small bloodmeals within a nymphal
stage) and multiple smaller bloodmeals by the female
ticks resulting in many small egg batches. Soft ticks
may feed on the same kind of animal, even the same
individual, at any stage of their life, and their host
range is restricted by whatever inhabits or visits
infested burrows or sleeps near the ticks’ hiding
places. However, unlike hard ticks, soft ticks may
survive for years in the absence of a bloodmeal, as
does their capacity to transmit borreliae. Both the
multihost (typically known as “three host”) tick life
strategy and the nidicolous (nest-inhabiting) “one
host”strategy have obviously allowed for the
extensive adaptive radiation and perpetuation of the
borreliae.

There are two main phylogenetic groups of borreliae,
comprising those related to the main agents of Lyme
borreliosis (Borrelia burgdorferi sensu lato) and those
causing relapsing fevers; these have classically been
termed “hard tick” (ixodid) and “soft tick” (argasid)
transmitted borreliae. The two groups have distinct
genetic and biological characteristics(Barbour et al.,
2017),and some have argued that they each merit
their own genus (Gupta, 2019). Since the first studies
of borreliae, relapsing fever-like spirochetes have
been known to infect and be transmitted by hard ticks
(the agent of bovine borreliosis), but few “hard tick”
borreliae have been found in soft ticks (Lane et al.,
2010) even as we have recognized additional “soft
tick” spirochetes within “hard ticks”. There is now
evidence fora third phylogenetic group that does not
cluster within the two classical clades, that of
borreliae infecting reptiles and specific reptile feeding
ticks or monotremes and their ticks(Loh et al., 2016;
Takano et al., 2010), which are generally hard ticks.

Borrelia burgdorferi sensu lato: are there as
many modes of perpetuation as there are
genospecies or just variations on a theme?
The Borrelia entry in the NCBI taxonomy server
https://tinyurl.com/y3bb7q7f lists 23 species of B.
burgdorferi s.l. (“Borreliella”) with additional
Candidatus and as yet undescribed cognate
sequences. We do not examine each of these but
analyze those that provide examples of concepts that
are the basis for understanding the perpetuation of
these spirochetes.
Is there a general enzootic paradigm?
The universal association is that of B. burgdorferi s.l.
with a tick in the genus Ixodes. Although B.
burgdorferi s.l. has been reported to infect other
genera of ticks, subsequent molecular analyses of
the agent that was detected or experimental
transmission experiments do not support the role of
other tick vectors. Metastriate ticks such as
Dermacentor variabilis do not support B. burgdorferi
due to upregulation of hemolymph antimicrobial
peptides and increased phagocytic activity (Johns et
al., 2001). Indeed, the obligate binding of the major
B. burgdorferi outer surface protein (OspA) with the
Ixodes gut cell receptor TROSPA, promoting
spirochetal infection of the vector(Pal et al., 2004),
suggests that there is a very specific association of

The general paradigm of borrelial life cycles is that
Lyme disease spirochetes are maintained by rodents,
eulipotyphlans (formerly “insectivores” including
shrews and hedgehogs), birds and Ixodes ticks and
that relapsing fever spirochetes are maintained by
nest or burrow inhabiting mammals (rodents or
eulipotyphlans) and argasid (mainly Ornithodoros)
ticks. There are major differences in these life cycles:
with the former, vertebrates are generally infectious
for extended durations; Ixodes ticks take several
days to take a large bloodmeal, drop off, develop
over a long time, often several months, to the next
bloodfeeding stage with periods of dormancy. Many
different kinds of vertebrates might be fed upon. Adult
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B. burgdorferi with Ixodes ticks. It is noted, however,
that TROSPA homologs occur in other tick genera
(Urbanowicz et al., 2016) and thus their role as
possible vectors cannot be completely dismissed.

may be completed in 2 years, although those of I.
persulcatus may extend for 4-6 years, depending on
climatic zone (Shashina, 1985). There is marked
seasonality for the activity of each life stage. Adult
ticks are most common in colder months, from fall to
spring. Larvae seek hosts in the summer, nymphs in
the spring and early summer. There are species
specific variations to this general temporal sequence
reflecting the wide range of sites and habitats for this
group of ticks. Temperature and photoperiod drive
the life cycle via effects on development and host
seeking behavior. These extended developmental or
behavioral delays (diapauses, Greek “diapausis, =
pause) between stages are a mechanism that allows
adaptation to difficult environmental conditions. In the
laboratory, all of these ticks may be induced to
develop from egg to adult within 7 months at
temperatures much greater than they would
experience in nature (Ogden et al., 2004). At 21ºC, a
typical “room temperature” at which many tick
biologists keep their colonies, I.scapularis eggs are
deposited by the replete female and eclose (hatch)
within 3 months; they may feed within the month after
eclosion; the engorged larvae molt to nymphs in a
month; the nymph may feed within the month after
molting; and the engorged nymph can develop into
adults within 2 months.

Transovarial transmission (TOT)
Some vector-borne agents may be inherited by
progeny from an infected female, a process known
as transovarial or vertical transmission. Early studies
of host seeking I. scapularis and I.ricinus larvae
detected spirochetes by immunofluorescence and, in
the absence of evidence that larvae might briefly
attach to a host and become infected, then detach
and seek hosts again, suggested that B. burgdorferi
s.l. could be inherited (Piesman et al., 1986;
Rijpkema et al., 1994). The comprehensive report
demonstrating that B. miyamotoi was sympatric in
most sites with B. burgdorferi s.l. and that it was
maintained by TOT (Scoles et al., 2001) led to a
reexamination of transovarial transmission. Over 100
pools of questing I.ricinus larvae yielded none with
evidence of B. burgdorferis.l. from Czech and
German study sites (Richter et al., 2012)finding only
B. miyamotoi. Rollend et al. (Rollend et al., 2013)
analyzed 1214 pools of larval ticks (50 larvae per
pool, each pool representing a single fed female ticks
collected from field sites) by PCR and did not find
any evidence of B. burgdorferi s.s. infection, but 1.4%
contained evidence of B. miyamotoi. However, Van
Duijvendijk et al. (van Duijvendijk et al., 2016)
demonstrated that host seeking I. ricinus were
infected by B. afzelii (0.62% of 1456 larvae) and that
the larvae were infectious to mice, with B. afzelii
recovered from skin of the mice. In their study sites,
based on estimated larval and nymphal burdens on
mice, it appears that larvae could account for as
much as a quarter of all rodent infections due to the
sheer number that feed on these hosts, assuming the
same 0.62% prevalence of infection. TOT, thus, could
contribute to BRN and might facilitate the
establishment of new enzootic sites when infected
ticks are introduced.

The critical attribute of a zoonotic vector is
anthropophily. Because B. burgdorferi undergoes
reactivation (Schwan and Piesman, 2000) and,
hence, the probability of transmission increases with
duration of attachment (Piesman et al., 1987), the
prompt removal of an attached tick modifies apparent
risk, implying that larger size ticks (adults) are less
effective vectors than are smaller ones (nymphs).
Interestingly, there is variation among the species
complex as to the stage during which anthropophily
is greatest, which influences zoonotic risk. In Russia,
the main vectors are adult female I. persulcatus
because the nymphal stage rarely attaches to
humans (Korenberg, 1994).

Is there a general vector?
What is clear is that for zoonotic transmission, the
most important vectors are ticks in the Ixodes
persulcatus/ricinus species complex, which
comprises the species I. persulcatus, I. ricinus, I.
scapularis, and I. pacificus, among others (Charrier
et al., 2019). These ticks tend to share a general life
cycle with adults feeding on larger animals, mainly
deer, and the subadults on a wide range of small
mammals, birds, and even reptiles. The full life cycle

Although the vector in the eastern U.S.is universally
considered to be I. scapularis, there are at least 2
genetically distinct lineages or mitochondrial
haplogroups (Qiu et al., 2002; Rich et al., 1995;
Sakamoto et al., 2014; Xu et al., 2020), and likely as
many as 5 (Gulia-Nuss et al., 2016). We remain the
only research group continuing to refer to the
“northern” lineage as I. dammini (considered the
junior subjective synonym of I. scapularis) to remind
workers that the more southerly populations of I.
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competence (Dolan et al., 1997; Jacobs et al., 2003).
Although I.scapularis appears to mainly feed on
lizards in more southerly sites, it is not clear whether
this is a specific choice or opportunism inasmuch as
the diversity and abundance of lizards is significantly
greater in more southerly sites than in middle Atlantic
or northeastern American sites. I. dammini from
Massachusetts feeds well on different kinds of lizards
in the laboratory (unpublished). Interestingly, in
experimental outdoor microcosms, nymphal ticks
from northern populations were 8 times more likely to
seek hosts above the leaf litter than those from
southern populations, suggesting an adaptation of
the latter to infesting Scincella lateralis lizards
(Rogers, 1953)that dwell within leaf litter in those
southern sites (Arsnoe et al., 2019). Warmer
temperatures in more southerly sites, as well as less
dense small mammal populations, may have
influenced host seeking behavior of I.scapularis
(Ginsberg et al., 2017), thereby helping to explain the
generally lower force of B. burgdorferi transmission
there (Bowman et al., 2009; Little et al., 2010; Xu et
al., 2020). American lizard species are thought to be
poorly competent for B. burgdorferi infection (Lane
and Loye, 1989; Lane and Quistad, 1998), and this
suggestion has been used to help explain the
relatively low enzootic and zoonotic transmission in
southerly sites where lizards are common. However,
there are diverse reports that provide exceptions to
the “lizards are incompetent reservoirs” dogma (Clark
et al., 2005; Levin et al., 1996; Swei et al., 2011), and
it may be that lizards serving as major hosts for
I.scapularis subadults has only a minor or indirect
role in transmission of B. burgdorferi in more
southerly sites. The Eurasian B. lusitaniae is
maintained by lacertid lizards and I. ricinus (Richter
and Matuschka, 2006), demonstrating that lizards are
not generally incompetent for B. burgdorferi s.l.

Figure 1. Nymphal Ixodes dammini seeking an attachment
site, human skin.

scapularis rarely bite humans in the nymphal stage
(Goddard and Piesman, 2006; Merten and Durden,
2000). Lyme disease risk in central and southern
states is notably small even with known enzootic
transmission (Gulia-Nuss et al., 2016). By contrast,
infection by nymphal I. dammini (Figure 1) is the
hallmark of the epidemiology of Lyme disease in New
England and Upper Midwest sites of intense zoonotic
transmission. Whether this behavioral difference
(anthropophily), which is the basis for zoonotic
transmission of B. burgdorferi, is genetically based
remains to be explored (Telford III, 1998), although
some SNP-defined clades of ticks are not
represented in Lyme disease endemic states (GuliaNuss et al., 2016). During the last 30 years,
“I.scapularis” has greatly expanded its range in part
due to bird transport (Eisen et al., 2016), and both
major lineages are now present in many central and
southern U.S. sites (Sakamoto et al., 2014). A critical
test of whether there is merit in distinguishing
between the lineages is to determine whether human
infestation increases where I.scapularis was
previously known to only rarely bite humans; we
predict that those ticks removed from people, if
genetically characterized, will comprise the
apparently more anthropophilic invasive northern
lineages.

Early paradigms (the Northeastern U.S. model) for B.
burgdorferi .s.s.
By the time an association of Lyme arthritis with a
specific tick had been determined (Wallis et al.,
1978), studies of the epidemiology and ecology of
human babesiosis due to Babesia microti (Nantucket
Fever) were well underway on Nantucket Island,
Massachusetts by Andrew Spielman and Joseph
Piesman. They incriminated I. dammini as the vector,
and the white footed mouse, Peromyscus leucopus
(Figure 2), as the main reservoir of the protozoal
agent. Piesman and Spielman (Piesman and
Spielman, 1979) identified the main host associations
and basic phenology (larvae in late summer, nymphs

Of course, these considerations are not relevant to
the perpetuation of B. burgdorferi unless
anthropophily covaries with host choice or vector
competence. The two lineages do not differ in vector
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continued to insist that P. leucopus was the main
reservoir and that others contributed considerably
less to the overall population of infected ticks. Other
hosts fed fewer subadult deer ticks (average larval
burdens of >10 for mice vs. <2 for chipmunks or
shrews) and were less infectious (typically >70% of
xenodiagnostic ticks feeding on mice became
infected but <50% of those feeding on shrews or
chipmunks). Mice were also as much as 10 times
more abundant than any of these other species in
sites where deer ticks were common. In addition,
mice were immunotolerant to tick infestation whereas
other hosts such as voles or chipmunks tended to
reject subadult I. dammini after an initial infestation
(Davidar et al., 1989; Mather et al., 1989b), hence
would fail to feed sufficient numbers of ticks to
contribute to BRN. It should be noted, though, that
the snapshot nature of such analyses fail to examine
the full range of age of potential hosts; voles or
chipmunks may be more tolerant of infestation or
more infectious as recruits. Then too, immunotolerance to tick infestation has been measured with
large numbers of ticks being fed on a host, as
opposed to the likely “trickle” infestations (a few ticks
every few days) that the majority of wild animals
sustain. Rodents in general have rapid demographic
turnover, so the extended duration of reservoir
capacity for mice may not necessarily be as
influential as expected.

Figure 2. White footed mouse, Peromyscus leucopus,
infested by larval deer ticks (ear).

in late spring, adults from fall to spring) and by the
time I.dammini was also incriminated as the vector of
Lyme arthritis, the major features of the tick’s life
cycle and the ecology of B. microti had been
determined. It was not long thereafter that the
suggestion was made that the main elements of the
ecology of both infections were essentially the same
(Spielman et al., 1984). Subsequent reports out of
the Harvard lab on the reservoir capacity of this
mouse (Donahue et al., 1987; Levine et al., 1985) for
the “Ixodes dammini spirochete”, soon to be named
B. burgdorferi, established the paradigm of a mousedriven zoonosis. The prevalence of P. leucopus on
Nantucket Island, where there were fewer kinds of
small mammals compared to mainland sites, and the
strength of the evidence of its role in the ecology of
B. microti there, biased early investigators as to how
they thought of the perpetuation of B. burgdorferi in
northeastern North America. White footed mice were
considered to be the main reservoir.

On the other hand, deer had been determined by
experimental infection attempts to be insusceptible to
infection by B.microti (Piesman et al., 1979) and their
reservoir incompetence for B. burgdorferi was
demonstrated by xenodiagnosis (collecting replete
larvae that naturally infested deer in intensely
enzootic sites and allowing them to molt to nymphs,
which were assayed for infection (Telford III et al.,
1988). Such quantitative arguments were generated,
in part, by trying to understand the conditions
required for the excess BRN that leads to zoonotic
overflow.

Spirochetal isolates were obtained from most kinds of
small mammals endemic to mainland southern New
England, as well as from rabbits, mustelids,
carnivores, and passerine birds (Anderson, 1988).
The Harvard group tended to dismiss such findings
as merely evidence of infection but not of reservoir
capacity, insisting on the gold standard of
xenodiagnosis (the feeding of uninfected laboratoryreared larval deer ticks on reservoir candidates) to
confirm a reservoir. Subsequent work demonstrated
the reservoir competence of shrews and rabbits
(Telford III and Spielman, 1989; Telford et al., 1990),
certain passerine birds, but not others (Mather et al.,
1989a), and even voles and chipmunks (Mather et
al., 1989b). Nevertheless, the Harvard group

The central role for P. leucopus in the enzootic cycle
of B. burgdorferi in the northeastern U.S. has its
basis in a theoretical argument. Because ixodid ticks
feed but once in each developmental stage, in the
absence of inherited infection, a pathogen’s
transmission would depend on a vector focusing its
feeding on a single kind of competent host (larvae
that becomes infected must transmit as a nymph to a
competent reservoir, otherwise the infection does not
contribute to BRN). Narrowness of mosquito host
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range is the most influential of the variables in the
malarial vectorial capacity model (Spielman and
Rossignol, 1984). This seminal model greatly
influenced Spielman, who used considerations of
narrowness of host range to argue for a single most
important reservoir for B. microti and B. burgdorferi
(Spielman et al., 1984; Spielman, 1988). Such
considerations directly led to the concept of a
zooprophylactic (Russell, 1934) or dilution effect, that
community host diversity will dilute the effect of white
footed mice in producing infected ticks (Spielman et
al., 1984; Spielman, 1988; Ostfeld and Keesing,
2000) and thereby human risk. Although data from
insular sites (particularly Nantucket Island) tended to
support this concept (Spielman et al., 1984),
narrowness of vector host range does not seem to
characterize the perpetuation of B. burgdorferi s.l.
whose global distribution and abundance may be
related more to adaptive plasticity: the spirochete and
the tick are opportunistic. Indeed, the role of other
species such as rabbits, shrews or chipmunks in
buffering the perpetuation of eastern North American
B. burgdorferi during times when or where mice
might be scarce has been amply documented
(Telford III and Spielman, 1989; Telford et al., 1990;
LoGiudice et al., 2003; Brisson et al.; 2008).

Complexity is increasingly recognized: California
Evidence of complexity and of local differences in
perpetuation of B. burgdorferi was provided in other
regions nearly concurrently with the early New
England studies. The western blacklegged tick,
Ixodes pacificus, is the main vector for B. burgdorferi
in the western USA and British Columbia (Lane et al.,
1991). Lyme disease is more focal in its distribution
in these areas, with most cases reported from the
northern coastal counties of California. Seminal
studies by Robert Lane and colleagues identified I.
pacificus and I. spinipalpis (at the time, I. neotomae
was implicated (Brown and Lane, 1992), but the
infesting ticks were subsequently identified as I.
spinipalpis) and relatively long lived rodents such
woodrats and kangaroo rats, but only rarely
Peromyscus spp. The study site was mainly the
University of California Hopland Field Station in
Mendocino County, which comprises chaparral
habitat. I. spinipalpis only rarely bites humans, but I.
pacificus was thought to serve as the zoonotic bridge
by feeding on infected woodrats and kangaroo rats
as well as humans. At the time, this paradigm served
as a stark contrast to the P. leucopus driven
transmission by an aggressive I. dammini vector and
served as evidence that B. burgdorferi enzootic
cycles vary geographically. Epidemiological studies
determined that California Lyme disease cases were
exposed mainly in dense woodlands (Clover and
Lane, 1995) where woodrats and Peromyscus were
infrequently infected by B. burgdorferi (Wright et al.,
2000).

Then, too, an adaptationist perspective is common
among biologists, with natural selection caricatured
as producing the most optimal solution (Gould and
Lewontin, 1979). Enzootic and zoonotic transmission
of B. burgdorferi should be optimal only with a tick
that focuses its subadult feeding on a highly reservoir
competent host. Such a host would allow the
production of a great number of infected ticks, which
made it more likely that BRN>>1 and the more likely
that humans might be exposed to infection. But, is
perpetuation really compromised by suboptimality?
One might argue that if infection rates were small for
host-seeking nymphs, the probability of encountering
a susceptible individual mouse would be
correspondingly diminished relative to when more
infected nymphs were available. The 20-80 rule of
parasitology, an empirical and theoretically based
principle that posits 20% of the hosts are infested or
infected by 80% of the individual parasites
(Woolhouse et al., 1997) applies to ticks (Randolph
et al., 1999) and undoubtedly helps maintenance of
B. burgdorferi. Small numbers of mice in our
Nantucket field sites feed most of the I.dammini
larvae and nymphs (Figure 3). But, the basis for why
an individual animal becomes heavily infested and
the majority do not has not been explored.

California is the most biodiverse state in the U.S.,
with 7 different biomes comprising 21 distinct
ecological communities (Schoenherr, 1992). An
analysis of mtDNA identified great haplotype diversity
in California populations of I. pacificus, with many
mtDNA haplotypes unique to sampling sites (Kain et
al., 1999). In this context of small local lineages of
vector ticks within diverse ecological communities,
the finding that B. burgdorferi comprises a species
complex in California should not be surprising. B.
burgdorferi s.s., B. bissettiae, B. americana, B. lanei,
B. californiensis, and other as yet unnamed
genospecies have been isolated from I. pacificus and
I. spinipalpis (Fedorova et al., 2014; Postic et al.,
2007), but patterns of association between borreliael
genospecies, vertebrate hosts, and tick lineages
remain to be described. Most Lyme disease in
California is caused by B. burgdorferi s.s., although
there are case reports that suggest B. bissettiae may
be an etiologic agent. Woodrats in chaparral and
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Figure 3. 20:80 rule. Infestation indices on P. leucopus, Nantucket Island, 1985-2004. Mice were trapped monthly (AMJJAS) on one acre grids. X axis,
time. Y axis, number of ticks. Each dot represents the tick burden of a single mouse. Top graph is I.dammini larvae, bottom nymphs.

grassland sites maintain B. bissettiae or other B.
burgdorferi s.l. (Postic et al., 1998, 2007; Vredevoe et
al., 2004). Kangaroo rats maintain B. californiensis
likely with I. jellisonii as the vector (Lane and Brown,
1991; Postic et al., 2007) although I. spinipalpis and
I. pacificus also feed on this heteromyid rodent in the
chaparral habitats of California. Of particular interest
is the fact that western gray squirrels (Sciurus
griseus) maintain B. burgdorferi s.s. in oak

woodlands (Lane et al., 2005), suggesting that
human risk might be promoted by the known
tendency of this species to inhabit periurban and
suburban habitats.
I. pacificus is found mainly in the summer
Mediterranean climate biomes in California, but
ranges into Washington, British Columbia and
western Canada, with isolated populations in Arizona,
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Utah, and Nevada. In California, the life cycle is
extended, with adults seeking hosts in the fall and
winter, fed females ovipositing in late winter through
spring, and eggs eclosing in mid-late summer. The
larvae do not immediately seek hosts, but overwinter
and become active in the early spring, with a peak in
May and April. Engorged larvae molt immediately, but
the nymphs are inactive until late winter and feed
through the spring. Fed nymphs will molt to adults in
the late summer. Hence, the life cycle is a minimum
of 3 years (Padgett and Lane, 2001).

comprehensive studies there found infection in
5%-34% of host seeking ticks. In addition, Apodemus
spp. mice were found to be infectious to laboratory
reared ticks (xenodiagnosis), incriminating them as
reservoirs (Aeschlimann et al., 1987). Strain
heterogeneity was quickly recognized by European
workers, distinguishing patient isolates from Europe
from those of the U.S. by monoclonal antibody typing
and by ultrastructure (Hovind-Hougen, 1984; Wilske
et al., 1988). We now know that in Eurasia, B.
burgdorferi s.l. includes over 20 genospecies, but
only 3 cause the vast majority of human disease (B.
burgdorferi s.s., B. afzelii, and B. garinii).

Eurasian Lyme disease spirochetes
The main vector of Lyme disease spirochetes in
Europe is the castor bean (sheep) tick, I. ricinus. This
widely distributed tick, ranging from Ireland in the
west to Scandinavia and the Russian Federation to
St. Petersburg in the east, to the Mediterranean
including parts of western North Africa, can be found
in diverse habitats, even pasture, although it prefers
heavily forested sites that provide the humid
microhabitat required for development and survival. I.
ricinus is recorded as infesting 44 different species of
mammals, birds, and reptiles, but the majority of
these ticks in continental Europe feed on roe deer,
small rodents, and blackbirds (thrush family)
(Hofmeester et al., 2016). In the southern part of its
range, I. ricinus, like I. scapularis, may heavily infest
lizards (Amore et al., 2007).

Population genetics analyses demonstrated little
population structure for I.ricinus across northern and
central Europe (Meeûs et al., 2002). Some isolated
populations may be distinguishable (e.g., Great
Britain from Latvia and Western Norway (Dinnis et
al., 2014; Røed et al., 2016). Although the English
Channel is a physical barrier to tick movement, birds
may easily transport ticks great distances and, thus,
the low degree of apparent divergence was not
expected. This finding has been attributed to the very
small likelihood that introduced subadults from birds
would generally fail to reproduce; one estimate for
developmental success between stages is <10%
(I.e., 90% of all ticks at each stage die (Randolph et
al., 2002). One exception to the rather homogenous
population structure across continental Europe is that
I. ricinus from southwest Mediterranean and North
African sites appeared to be partially genetically
isolated. These analyses led to re-examination of the
Mediterranean “I. ricinus” and the recognition of a
new cryptic species, I. inopinatus (Estrada-Peña et
al., 2014). I. inopinatus has been found in northern
and southern Germany and, in fact, is as frequently
infected as I. ricinus, long known to be the only
vector there (Hauck et al. 2019).

The life cycle of I. ricinus varies across its range. In
the British Isles, where classic studies were
undertaken of its natural history (Gray, 1984; Lees
and Milne, 1951; Milne, 1943),there is a bimodal
activity period for each of the stages, corresponding
to spring and fall feeding cohorts. Adults seek hosts
once temperatures reach 7ºC in the spring, with peak
activity in May and June. A smaller peak is observed
in August and September. Eggs from the spring
cohort eclose in the summer, but this may be delayed
until the following spring as it is for those from
females feeding in the fall. Larvae feed in May and
June, with a smaller peak in August and September.
Nymphs generally follow the same activity pattern.
Engorged larvae and nymphs will molt in the
summer, but diapause until the following spring.
Throughout its range, there is large overlap in
seasonal activity between the stages, but such
overlap may vary with latitude.

The diverse genospecies in Europe may be grouped
into 3 categories with respect to their reservoir host:
generalist, rodent specialized, and bird specialized.
These categories derive from data on isolation (or
DNA evidence) from or xenodiagostic studies of wildcaught animals, associations of animal species with
particular sites, prevalence of infection in hostseeking ticks, and experimental infection. Of note is
that only B. burgdorferi s.s. is considered a
generalist, infecting rodents as well as birds. B.
burgdorferi s.s. is the dominant genospecies in North
America, but is less frequently encountered in
Europe (relative to B. afzelii and B. garinii; (Strnad et

The identification of B. burgdorferi as the etiologic
agent of Lyme disease included I. ricinus collected
from Switzerland (Burgdorfer et al., 1982), and
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al., 2017) for as yet undescribed reasons. B.
burgdorferi s.s. is more frequently detected in adult I.
ricinus than in nymphs (Mysterud et al., 2019),
suggesting that this spirochete is likely associated
with a host such as squirrels that feeds more nymphs
than larvae (Humair and Gern, 1998).

expansion was certainly facilitated by intensive
agriculture and the movement of large domestic
animals. I. persulcatus appears to be increasing its
range, first appearing in Finland in the early 2000s
and then in the Norbotten archipelago (northern
Sweden) 10 years later (Jaenson et al., 2016). This is
the most northern infestation known for I.persulcatus
and is interpreted by some as evidence for the
effects of increasingly warmer temperatures in
northern latitudes.

In much of Eurasia, the vector for B. burgdorferi s.l. is
I. persulcatus. The taiga tick ranges from the Baltic
Sea to Japan, with the center of infestation within the
Russian Federation, although half the provinces of
China have known infestations (Chen et al., 2010).
Infestations in Japan are most common in Hokkaido,
although it exists in montane sites of Honshu and
Kyushu (Takada et al., 2001). As the name suggests,
the tick is most common in the taiga (boreal
coniferous forests, typically with pine, larch and
spruce) biome, but in the western part of the range
deciduous forests are infested. The duration of the
life cycle depends on temperature as well as
photoperiod, adaptations that are not unexpected
given its large latitudinal range (from roughly 35 to 65
N latitude, although the more southerly sites are in
mountains). All stages seek hosts from spring
through summer, with the peak during late May and
mid-June. Subadults that engorge during May and
June will molt during the summer but not seek hosts,
overwintering to the next year. Subadults engorging
during June and July will overwinter before molting in
the spring. For all stages, a decreasing photoperiod
will trigger diapause, either developmental or
behavioral (Babenko, 1985; Belozerov, V.N., 1985).

I. pavlovskyi, a tick that is parapatric and sympatric
with I. persulcatus in many sites across Russia, was
found to be infected by B. afzelii at a prevalence
greater than that of the latter in Tomsk (Korenberg et
al., 2010). Subsequent analysis of the ticks around
Tomsk demonstrated that 10% of 783 ticks
represented natural hybrids of I. pavlovskyi and I.
persulcatus. These ticks apparently form fertile F1
and may be backcrossed (Kovalev et al., 2015),
suggesting that it is simplistic to consider formation of
fertile F1 hybrids between Ixodes ticks evidence for
conspecificity. Additional research is required to
determine whether hybrid Ixodes spp. have any
implications for enzootic or zoonotic transmission of
B. burgdorferi s.l. Subadult I. persulcatus and I.
pavlovskyi feed on small mammals, often the same
individual host, but the adults feed on different
animals, viz., ungulates for I. persulcatus and birds
for I. pavlovskyi (Korenberg et al., 2010), which
suggests a means of coexistence via niche
partitioning.

The host range, as for all the I. persulcatus complex
ticks, includes a wide range of mammals (>100
species), birds (175 species), and even some lizards
(Labzin, 1985; Naumov, 1985). Larvae tend to feed
on mice, voles and shrews; nymphs on chipmunks,
hedgehogs, and birds; and adults on larger mammals
such as hare or deer, although cattle also help
maintain I. persulcatus infestations. During times
when typical larval hosts are scarce, they may
densely infest hares (Uspensky and Rubina, 1992).
Hence, I. persulcatus is an opportunistic feeder.

A Borrelia for every kind of Ixodes?
There are 235 species of ticks comprising at least 15
subgenera within the genus Ixodes (Camicas et al.,
1998). Eight of these subgenera have been
implicated as enzootic vectors for at least one B.
burgdorferi s.l. (Ceratixodes, Eschatocephalus,
Pholeioixodes, Amerixodes, Exopalpiger, Ixodes,
Trichotoixodes, and Partipalpiger). To our knowledge,
borreliae have not been reported from the particularly
diverse Scaphixodes and Afrixodes (31 and 60
species, respectively), nor from the less speciose
subgenera. The natural history of the vast majority of
Ixodes spp. has not been completely described,
although many are very host-specific (or at least
circumstantially host specific) or nidicolous, thereby
cryptically maintaining enzootic cycles. Although the
subgenus Ixodes (which includes the I.ricinus
species complex) has been the focus of much
attention, enzootic B. burgdorferi s.l. cycles have
been recognized for relatively host specific ticks such

Analyses of I. persulcatus population structure reveal
low diversity, 1.14% within 12S rDNA, across its
range from the west to Far East, including central
Russia (Kovalev and Mukhacheva, 2012). As with I.
ricinus, this may be explained by severe
bottlenecking of genetic diversity during glaciation
with rapid expansion of the populations during the
10,000 years after glacial retreat. The rapid
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as the pelagic bird infesting I. uriae or the hedgehog
tick I. hexagonus (Gern et al., 1997; Olsen et al.,
1995). The nidicolous I. trianguliceps was found to be
infected by B. burgdorferi s.l. 5-10 times less
frequently than co-infesting I. persulcatus (the study
was performed by analyzing ticks removed from
trapped rodents), suggesting that it is less competent
in pathogen uptake and/or spirochetal gut
colonization (Korenberg et al., 2015). In Europe, I.
canisuga, I. frontalis, I. arboricola, and I. ventalloi
have all been found to be infected by B. burgdorferi
s.l. but their role in maintenance is not clear. I.
ventalloi is widely distributed in the southwestern
Mediterranean, and feeds on diverse animals even
though it is considered a “rabbit tick” (Santos and
Santos-Silva, 2018; Tomassone et al., 2013). This
tick is frequently found on cats, which implies that it
could be common in peri-domestic sites and, thus,
serve as a zoonotic bridge. However, even though I.
frontalis and I. arboricola, which are bird-infesting
species, are competent to acquire infection from
birds and B. burgdorferi is transstadially maintained,
they failed to actually transmit (Heylen et al., 2014).
Thus, finding infection in a tick, even demonstration
of positive xenodiagnosis, does not necessarily
suggest it has a role in maintaining B. burgdorferi s.l.
Nonetheless, it is almost a certainty that additional
new B. burgdorferi s.l. enzootic cycles will be
identified as the natural histories of the 200 or more
valid understudied Ixodes species are examined.

diversity has also been so influenced, with adaptation
of genospecies to specific hosts by means of evading
species-specific complement lysis. These paradigms
need to be reexamined.
Cofeeding transmission
The BRN of B. burgdorferi s.l. depends on horizontal
or transstadial transmission (Hartemink et al., 2008),
i.e., a larva becomes infected by feeding on an
infectious host that is systemically infected;
spirochetes are maintained through the molt to the
nymphal stage and are transmitted to a new host by
nymphal feeding. However, nonsystemic or cofeeding
transmission may play a secondary role in
perpetuation. In this mode of transmission,
uninfected ticks feeding next to infected ones may
become infected without the agent needing to
establish a persistent infection resulting in a
bloodstream or skin infection (Jones et al., 1987).
Ticks are highly clustered on hosts (Randolph et al.,
1999). Cofeeding is the main mechanism for the
perpetuation of tick borne encephalitis virus(Labuda
et al., 1993) which only produces a transient viremia
in the vertebrate host. The great overlap in seasonal
activity of I. ricinus drives the force of TBEV
transmission (Randolph et al., 1999), with infected
nymphs serving as a source for larvae feeding on the
same host. Cofeeding is thought to be of lesser
importance for B. burgdorferi s.l. which generally
produces a chronic infection in the vertebrate host.
Sheep, which do not become systemically infected by
B. burgdorferi, nonetheless may infect ticks via
cofeeding (Ogden et al., 1997). Our recent host
bloodmeal analyses suggest that some ticks may
indeed become infected from deer (Goethert et al.
submitted) which have long been thought to be
incompetent hosts. The significance of cofeeding
also includes the maintenance of B. burgdorferi
diversity within a site where synchronous feeding of
I.dammini larvae and nymphs is common(States et
al., 2017)by promoting the survival of strains that are
more rapidly cleared from the host.

Factors influencing host relationships
One might argue whether ticks are the reservoir
(infection is maintained for long durations, given the
extended tick life cycle) or the vertebrate is the
reservoir because it can amplify infection (a single
infected animal could give rise to dozens or hundreds
of infected ticks) and thereby influence the BRN.
Early in the studies of Lyme disease ecology,
vertebrate hosts were classified as incompetent or
competent reservoirs (Donahue et al., 1987; Telford
III et al., 1988), usually based on whether
xenodiagnostic ticks became infected either on
experimentally infected or naturally exposed animals.
Reservoir capacity comprised those with high
reservoir competence (if a host is infected, most ticks
feeding on that host become infected; and, the host
does not become immune). They were densely
infested by the relevant tick stage and did not
become sensitized to the bites (immune rejection of
the ticks). Theoretical considerations suggested that
there must be “main” and ancillary reservoir hosts.
The increasing recognition of borrelial genetic

Complement sensitivity or evasion as the main
determinant for B. burgdorferi s.l. host associations.
A pervasive paradigm in the ecology of B. burgdorferi
s.l. is that the adaptive radiation of these spirochetes
into the great diversity of genospecies that we
recognize today was driven and is maintained by
adaptation or lack thereof to attack by host
complement. In a seminal paper, Kurtenbach and
colleagues (Kurtenbach et al., 1998) demonstrated
specific borreliacidal activity when serum of diverse
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animals was incubated with B. burgdorferi s.l. strains.
This borreliacidal activity was eliminated by heating
serum, or supplementation of the serum with EDTA,
suggesting the role of the alternative complement
pathway. Mouse serum lysed B. garinii, bird serum
lysed B. afzelii, and deer serum lysed all
genospecies that were tested. The pattern of
genospecies specific lysis is consistent with the
prevailing views of reservoir competence, e.g., that
deer were incompetent, that mice were never
infected by B.garinii, and that birds were not infected
by B. afzelii. Cattle, whose serum lyses all
genospecies, are zooprophylactic (Gassner et al.,
2008; Richter and Matuschka, 2010).

>90% lysed, or with varying degrees of lysis with an
overall average of majority of the spirochetes lysed.
In addition, the studies were done, by necessity, with
established strains of B. burgdorferi s.l. One does not
expect all or none phenomena in biology (we should
not expect 100% lysis), but even the survival of 1% of
spirochetes in a strain that has likely lost much of its
variability via isolation and maintenance in BSK
medium implies that the original strain in nature might
have sufficient diversity for a variant to be selected.
Experiments that serially passage surviving
spirochetes in deer serum, or the use of
representative sets of primary B. burgdorferi s.l.
isolates, for example, might demonstrate such a
possibility. The point is that this theory, based on in
vitro cultivated isolates and general consistency with
field observations, needs to be reexamined in the
light of a dynamic environment in which natural
selection is constantly operating.

Spirochetes may evade complement lysis by binding
the complement regulatory protein factor H (fH)
(Kurtenbach et al., 1998). Factor H is a cofactor for
factor I-mediated cleavage of C3b and bound Factor
H will promote the degradation of C3b and thus
inhibits the remainder of the complement cascade
and formation of the membrane attack complex
(MAC). B. burgdorferi s.l. are now known to have an
array of outer surface proteins that target different
modulators of the 3 different complement pathways
(Kraiczy et al., 2004). The B. burgdorferi s.l. proteins
involved in modulating the alternative complement
pathway are called FH/FHL-1-binding complement
acquiring surface proteins (CRASPs), and comprise
CspA, CspZ, and OspE-related proteins (members of
the Erp family) (Kraiczy et al., 2004). BBK32 and
OspC also bind elements of the classical and lectin
complement pathways and inhibit the formation of
MAC (Garcia et al. 2016; Caine et al. 2017).
CRASPS, OspC, and BBK32, among other B.
burgdorferi s.l. proteins, may provide functional
redundancy that would allow for some degree of
plasticity in host associations and may be the basis
for the leakiness of the complement lysis theory for
host adaptation.

Host bloodmeal remnant analysis: the key to
analyzing host associations
To date, our understanding of the enzootic cycle has
relied on indirect measures such as estimated host
abundance, degree of tick infestation, and infectivity
to ticks. Mosquito biologists have long used the
forage ratio, the proportion of bloodmeals from a host
relative to the proportion that host comprises relative
to all possible hosts in the site where the sampling
was undertaken (Hess et al., 1968) to determine
whether a mosquito species prefers a host or is
opportunistic. Given their wide host range,
measurement of the forage ratio for the ticks that
serve as vectors for B. burgdorferi s.l. is not
straightforward. Trappability differs for individual
animals within a species and also between species.
Small mammal censuses using standard Sherman or
Longworth traps tend to bias the results towards
small rodents, such as mice, while squirrels,
chipmunks, and shrews are more efficiently trapped
with other kinds of traps (Huggins and Gee, 1995;
Maddock, 1992; Stephens and Anderson, 2014).
Birds are rarely concurrently sampled. There have
been few comprehensive attempts to evaluate the
reservoir capacity of all the possible hosts within a B.
burgdorferi enzootic site; the most detailed of such
studies (Brunner et al., 2008; LoGiudice et al., 2003)
have required extrapolation from the literature or
modeling to compensate for not being able to sample
all kinds of animals. The logistical issues are large.
Although one might own and easily set hundreds of
mouse traps in one afternoon, few have and can set
more than a few dozen larger box traps to sample

There are natural exceptions to the expected host
associations: grey squirrels, for example, may be
infected by B. garinii (Millins et al., 2015), and some
inconsistencies from predicted host ranges for
genospecies were detected when host seeking
nymphal I. ricinus were analyzed by host bloodmeal
analysis (Cadenas et al., 2007). The theory of
differential sensitivity to host complement as a driver
for the known genospecies/host associations should
be viewed in the context of the fact that analyses of
complement lysis (e.g., (Bhide et al., 2005) do not
demonstrate 100% lysis but rather report the data as
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Table 1. Reports of bloodmeal analyses on host-seeking Ixodes ricinus.
Study

Method

Proportion
No. ticks feeding on
Most common host
Sensitivity
identified Rodents
identified
(mice/voles)

Kirstein and Gray, 1999

RLB-cytb

63%

50

6%

deer

Pichon et al., 2003

RLB- 18S

53%

26

8%

bird, ruminant

Estrada-Peña et al., 2005

RLB-18S

41%

25

8%

bird

Pichon et al., 2005

RLB- 18S

49%

159

5%

songbirds, ruminants

Cadenas et al., 2007

RLB-12S

44%

712

8%

artiodactyls, red squirrel,
boar

Humair et al., 2007

RLB-12S

50%

53

4%

red squirrel, deer

Wodecka et al., 2014

nested PCR-12S

63%

327

9%

roe and red deer boar

Collini et al., 2015

real-time PCR with
HRM d-loop

65%

34

9%

domestic dog, deer

Collini et al., 2016

Real time PCR with
HRM

55%

239

29%

rodents,dogs

Wodecka and Skotarczak,
2016

Nested PCR with RE
digest-12S

65%

210

8%

boar, fox, red and red
deer

Honig et al., 2017

RLB-12S

61%

219

28%

artiodactyls, rodents

raccoons. Tending mist nets requires continuous
attendance to remove captures and depends on
careful selection of the net sites. It would be almost
impossible to conduct a longitudinal study of tick and
spirochete dynamics within the entire fauna of a site,
let alone over several sites. However, the use of
game cameras allowed analysis of the possible
contribution of medium sized and large mammals in
19 Dutch study sites (Takumi et al., 2019)and,
combined with estimates of infection from host
seeking nymphs, provided a good picture of the likely
main contributors to B. burgdorferi BRN there.

of their blood meal. Deer ticks feeding as larvae in
August will not emerge as host-seeking nymphs until
June the next year; what remains of the blood meal
then is almost a full year old and little has survived
the physiologic processes of molting.
The reported success of host bloodmeal remnant
analysis in field-collected ticks has been variable,
averaging about 50% success for tick samples, thus
making the data difficult to interpret (Table 1): if the
remaining samples had yielded identifications, would
the distribution of host prevalences differ? Or is the
failure to amplify from a large proportion of hosts
because a host was not anticipated in a site and the
correct assay was not used? Most of the assays
have been based on amplifying mammalian
mitochondrial gene sequences using conserved
primers, and then identifying the host by reverse line
blot using species-specific probes or by melting
temperatures of the amplicon. To date, studies
utilizing host bloodmeal remnant analysis on known
Lyme disease vectors have been conducted only on
I. ricinus in European sites (Table 1).

Given the issues with estimating the complete
diversity and relative abundance of possible hosts
within the site and to sample often enough to
describe temporal variation in host demography
(particularly for larger mammals) within any site, host
indices are more commonly used. In malarial
entomology, the human blood index (HBI), the
proportion of bloodmeals taken from humans by a
mosquito population (Garrett-Jones, 1964), was used
to demonstrate the effect of spraying DDT or dieldrin
on the endophilic cohort of Anopheles gambiae,
among other uses. Blood meal analysis provides a
means to directly identify the host upon which a
vector fed. This technique has been successfully
utilized for mosquitoes since the 1950s (Weitz,
1956). Sufficient protein remains in the mosquito gut
after digestion that hosts may be identified by
immunological means. Bloodmeal analysis has
proven to be much more difficult for ticks, due to their
longer life cycle and complete intracellular digestion

These valuable studies demonstrate that, for most of
the sites examined, rodents play a very minor role as
hosts of I. ricinus. Instead, ticks fed on roe and red
deer, wild boar, and birds. Only Cadenas et al
attempted to identify the blood meal host in a large
number (>1300) of ticks (Cadenas et al., 2007). Their
data clearly indicate that the majority of ticks in their
sites fed on wild boar, deer and red squirrels.
However, their efforts to incriminate reservoir hosts
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was unsuccessful due to low sample size; only 19%
of all ticks tested positive for borreliae; half had
successful bloodmeal identification, divided over 2
field sites, while there were fewer than 15 identified
ticks for each B. burgdorferi s..l. genospecies. Only
B. afzelii had a significant number of host-identified
ticks, and these had fed on virtually every type of
host for which assays were available; this finding is
inconsistent with the current paradigm that this
genospecies is maintained by voles. Of course, for
those studies analyzing adult ticks, infection could
have been acquired as a larva, but evidence of the
identity of the infecting host would have not been
retained into the adult stage.

reservoir host at a scale larger than the specific study
site.
Ultimately, we seek to measure the Peromyscus
blood index (PBI) or that of other species derived
from host bloodmeal remnant analysis as a means of
comparing the infected vs. noninfected tick samples
from sites. An approximate forage ratio may thus be
calculated to determine the contribution of mice
relative to that of all other hosts identified as sources
of infection from the same collection (approximated
forage ratio = PBI divided by proportion of
bloodmeals from all other hosts; if >1, mice
contribute more infected ticks, if 1 then their
contribution is no greater than all other hosts; and <1,
other hosts contribute more to the force of
transmission). Direct measurement of host
contributions from host seeking ticks would eliminate
the need for time intensive correlative trapping
studies combined with xenodiagnosis.

Our laboratory is currently refining a new DNA-based
method for blood meal remnant analysis that has the
potential to overcome the sensitivity issues observed
to date. Retrotransposons are genetic elements that
integrate into the genome and can replicate
themselves, leaving a copy behind in the genome
after every jump. The most common forms are LINEs
(long interspersed repetitive elements) and SINEs
(short interspersed repetitive elements). As they have
an ancient origin, over time they have accumulated
extremely high copy numbers and have coevolved
with their host genomes creating family-specific
lineages. Previously called junk DNA, they are
thought to make-up 40%of the human genome and
similarly large portions of many other mammalian
genomes. This extremely high copy number
maximizes the probability that a fragment that can be
targeted for amplification by PCR will remain after
digestion in the tick gut. To date, infection status
(using a multiplex real time PCR for B. burgdorferi, B.
microti, and Anaplasma phagocytophilum) and host
identity can be assayed from single host seeking
nymphal I.dammini. In our Nantucket field site, during
2018, all the host seeking nymphs that were assayed
had fed on P. leucopus, but in 2019 only 20% had
done so. Interestingly, no change in prevalence of B.
burgdorferi infection was observed between the
years, confirming that even in insular sites, diverse
animals may maintain the enzootic cycle. Even more
surprising was that in two mainland sites in the same
years, P. leucopus served as infection source in one
while an as yet unidentified host was evident in the
other (Goethert et al., submitted). As host bloodmeal
remnant analysis is more widely used, we expect to
see significant spatiotemporal differences in host
contributions to infected ticks, perhaps even to the
point that we can no longer say that there is a “main”

Factors that influence the abundance of B.
burgdorferi s.l.
The classical biotic and abiotic factors that affect
abundance of animals and plants are not easily
translated to the borreliae-tick-vertebrate system
(Figure 4). Such factors would largely affect the hosts
that are infected (vertebrate and tick), but it is
possible that there are effects that directly bear on
the spirochete. With respect to climate, a major
abiotic factor, there is no question that temperature
impacts the perpetuation of B. burgdorferi s.l., mainly
with effects on the development and behavior of the
tick, but also likely on its microbiota. For example, B.
burgdorferi survives longer in ticks held in the
laboratory at 21ºC vs. those held at 26ºC (Shih et al.,
1995), suggesting infection stability is temperature
dependent. The quantum of spirochetal infection
within a tick may be associated with the latitude
where the tick is found, perhaps by direct effect of
temperature on spirochetal replication within the tick
after molting (Sirotkin and Korenberg, 2018). It is also
possible that borreliae become senescent faster if
temperatures are warmer while the tick is seeking
hosts. It is possible that temperature could act on tick
innate immunity or its microbiome, which in turn
would act on the spirochete, instead of directly on it.
Temperature, particularly in association with relative
humidity (ticks are affected by “saturation deficit”, a
combined temperature and relative humidity index
below which their activity and survival are curtailed),
may be the most influential of the factors affecting
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Figure 4. General factors operating on enzootic transmission of B. burgdorferi. Red arrow = flow of infection.

developmental rates as well as host seeking behavior
and longevity in tick populations. Near ground
temperatures, day length, and relative humidity are
good predictors for nymphal I. ricinus activity (Daniel
et al., 2015). Host seeking tick abundance, as
measured by drag sampling, is reduced by the
number of adverse moisture events (Berger et al.,
2014; Perret et al., 2000) that is, periods of >8 hours
with relative humidity <82% within the leaf litter within
a transmission season. In our sites in coastal
Massachusetts, the seasonal activity of nymphal I.
dammini terminates in mid-July, coincident with midsummer drought conditions, but when conditions
remain cool and wet, nymphs may seek hosts well
into August. Extreme variability of weather (e.g.,
episodes of dryness) was associated with a decline
in host seeking nymphal I. ricinus density, as
opposed to overall temperature trends over a 15 year
observation period (Hauser et al., 2018). Much has
been speculated with respect to climate change and
risk of tick transmitted infections, but any effects are
likely to be locally dependent. The prevalence of

infection of B. burgdorferi s.l. in host seeking I. ricinus
seems remarkably stable across a continental scale,
on the order of 11-14% in metanalysis studies with no
strong evidence for increase or decrease over 30
years (Rauter and Hartung, 2005; Strnad et al.,
2017), arguing against a role for climate change on a
continental scale (global temperatures have
increased during that time). Of course, there may be
site-specific longitudinal changes, particularly where
tick density changes: prevalence depends on density
of ticks (Coipan et al., 2013; Randolph, 2001), with
lesser prevalence where tick numbers are unusually
great (>100 per square meter).
Lab studies poorly replicate natural conditions in
which ticks are found. For example, it should be
noted that the average annual temperature for
coastal Massachusetts is 9ºC, taking into account
daily maxima and minima and seasonal periods of
cold and warm. At a constant 9ºC temperature, tick
development does not proceed in the laboratory; in
nature, development and activity is associated with
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accumulation of heating degree days (Ogden et al.,
2004; Rand et al., 2004). At 24ºC, engorged larvae
may molt to nymphs within 3 weeks, as do engorged
nymphs (unpublished); constant temperatures
>28-30ºC greatly reduce daily survival even at
constant appropriate humidity (unpublished; (Ogden
et al., 2004). As with many other facets of the
ecology of Lyme disease, such studies examine a
snapshot in time: natural selection may modify traits
to allow for specific adaptation to a changing
environment. For example, in the early 1990s, stable
I. dammini infestations started to appear in westcentral Massachusetts when previously they had only
been found within 30km of the coast. The hypothesis
at that time was that it was “too cold” to allow for the
full life cycle to proceed because those from coastal
sites would poorly molt (taking 50% longer with less
success) from larvae to nymphs at 15ºC. Ticks from
the Quabbin reservoir (west central Massachusetts)
would do so without delay. When the Quabbin ticks
were mated with ticks from Ipswich (northeastern
coast), an "intermediate” molting temperature (one
month at 18ºC) was noted for the progeny
(unpublished). This single experiment, not pursued
further, suggests a genetically based trait upon which
selection could act to allow for invasion of colder
sites. It follows that upper Midwestern U.S.
populations of I. dammini might be cold adapted and
thus be able to develop at lesser temperatures.
Range expansion of Ixodes spp. could be due to
local selection for lineages that can adapt to differing
temperatures, as opposed to being presumed as
evidence for climate change’s effects.

nymphal abundance was larval abundance, which
suggests that the reproductive hosts for these ticks
(larger mammals, mainly deer) are a critical
determinant for transmission (nymphs being the
pivotal stage of the tick for maintaining B. burgdorferi
s.l.). An excellent review of the role of edaphic factors
in tick ecology (Burtis et al., 2019) makes the astute
point that, although most research on ticks focuses
on host seeking stages, the majority of the tick life
cycle occurs while the tick is sessile (engorged,
molting, diapaused, resting) and takes place within
the soil or leaf litter.
A “social” component of abiotic factors, comprising
landscape disturbance (natural disasters) and
anthropogenic factors (sometimes classified in a
category of its own, e.g.,(Morris et al., 2020) creates
opportunity for range expansion for B. burgdorferiinfected ticks. The emergence of Lyme disease in
eastern North America was due to reforestation,
increased abundance of deer, and suburbanization
(Spielman et al., 1985). 100 years ago, many of the
northeastern U.S. sites were characterized by a
treeless landscape. Abandonment of farms has led to
reforestation, with shrubby early to mid-successional
habitats giving way to forests on their way to maturity
(Foster et al., 1998). Successional forests may differ
with respect to fauna and flora, depending on the
duration of succession; mature forests may even be
less biodiverse than those in early to mid-succession
(Brooks et al., 2012). Risk due to I. persulcatustransmitted infections may relate to cycles of timber
harvesting in taiga forests (E. Korenberg, personal
communication; (Tupikova and Korenberg, 1965)).
The taiga is clear cut and development of
successional habitat promotes greater densities of
ticks, due to increased activity of ruminants (tick
reproductive hosts) that browse shrubs as well as
activity by people that exposes them to ticks
(Korenberg, 1994). Once the taiga is regenerated,
the Borrelia-tick biocenosis is stable, but people are
less exposed because they do not visit within the
deep forest as frequently and such sites have fewer
ungulates. Such a scenario may characterize the
suburban sites that comprise human risk in the
eastern U.S., where new suburban developments
create early successional habitat that can promote
dense tick infestations coincident with those of the
generalist rodent invaders such as white footed mice,
chipmunks, and squirrels. Deer benefit from the
nitrogen rich plantings in suburbia, as well as
protection from hunting (which is usually
discouraged). Suburban sites are thus prone to

Edaphic factors comprise those related to soil,
including plant communities that are regulated by and
in turn influence soil composition. Early GIS studies
suggested that I. dammini abundance was
associated with well drained sandy soils with a low
water table, and negatively associated with wetlands
or saturated soils (Glass et al., 1994). Moder or duff
mull humus, in which there is accumulation of organic
residues due to slow action of litter dwelling animals
and fungi, was associated with nymphal I. ricinus
density (Goldstein et al., 2018). However, in a more
comprehensive analysis, macro- and microhabitat
drivers determined nymphal I. ricinus abundance,
with distance between trees and abundance of trees
and shrubs serving as influential explanatory
variables (Ehrmann et al., 2017). Functional
properties of the habitat (e.g. presence of berries)
was more influential as a predictor than soil quality.
Interestingly, the most influential single driver for
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develop dense deer tick infestations due to being
plagued by abundant deer, which deposit engorged
female ticks. Some of the range expansion of
I.dammini and risk of Lyme disease in the
northeastern and Middle Atlantic states in the past 30
years may relate to increased development; in
Massachusetts, 40 acres of land (90% in forested
sites) was lost each day between 1985 and 1999
(Breunig, 2003). The majority of the development
was for large lot, new residential construction.

for I. dammini (Wilson et al., 1988), and risk is
associated with tick density. However, for
perpetuation of B. burgdorferi, it seems likely that
dense infestations of ticks may not be required. The
Great Island deer reduction experiment, which
demonstrated causality between deer abundance
and that of I. dammini, also provides evidence that an
80% reduction in tick density did not alter the
seroprevalence of B. burgdorferi in white-footed
mice, although seroconversion of mice was delayed
by a month (Brunet et al., 1995a). The less efficiently
transmitted B.microti, however, became less
prevalent on Great Island among mice and its genetic
diversity declined (unpublished). Prior to its
emergence as a zoonotic infection, B. burgdorferi
must have been maintained in the northeastern U.S.
in a generally deer-deficient landscape that could be
perpetuated in the absence of hosts that allow the
production of dense tick infestations.

Biotic factors include food, habitat, predation, and
microbial communities. Of these, habitat and
predation would influence ticks directly; microbial
communities would influence the spirochete, tick, and
vertebrate hosts; and all 4 would influence the
vertebrate hosts. The biotic factors influencing
vertebrate hosts is beyond the scope of this review.
Habitat interacts with temperature and relative
humidity as well as host abundance to help
determine tick abundance, vide supra. Little is known
about predation on ticks; other than parasitic chalcid
wasps (Collatz et al., 2011; Hu et al., 1993), there are
no predators adapted to ticks. Ants, beetles, spiders
and other generalist arthropods may opportunistically
prey on ticks as may ground foraging birds. None of
these are thought to regulate tick abundance. Indeed,
on Naushon Island, Massachusetts (which was the
site of a chalcid wasp release in 1928, (Larrousse et
al., 1928), as many as 40% of the host seeking
nymphal I. dammini was infected each transmission
season by Ixodiphagus hookeri, the chalcid wasp,
suggesting that the wasp could kill a large fraction of
the nymphs without negative effects on the tick
population (T.N. Mather, personal communication).

Mixed borrelial infections
The actual dynamics of spirochetal infection pose
questions for analyses of BRN. The quantum of
infection (density of spirochetes) within ticks is not
homogeneous. The estimated quantum within host
seeking ticks ranges from a few hundred to tens of
thousands of spirochetes per tick, with an average of
3,000 or so for adult ticks (Brunet et al., 1995b;
Kovalevskii and Korenberg, 1995). However,
individual ticks may contain as many as 20,000
(Burkot et al., 1994). The significance of such heavily
infected outliers for BRN is not clear: humans might
suffer greater pathology (assuming a dose
dependence for disease), but reservoir hosts might
be rendered more infectious to ticks or perhaps a
greater inoculum might induce more rapid immune
selection. The routine use of ultra-sensitive PCR
assays also confounds parameterizing and validating
models for BRN. The infectious dose for a mouse is
thought to be on the order of a few dozen to a
hundred spirochetes (Wang et al., 2003; Kern et al.,
2011). Would a tick with a spirochete burden at the
limit of detection have any relevance to BRN?

It is likely that stable enzootic cycles may not require
many ticks. B. burgdorferi was enzootic at least a
generation before it became zoonotic in the U.S.
given evidence of infected mice from 1896 and ticks
from 1942 (Marshall et al., 1994; Persing et al.,
1990). At the turn of the 20 th century, the
northeastern U.S. landscape was largely farmland
(Cronon, 1983). Other than small interspersed herds,
deer were largely extirpated Kilpatrick and LaBonte,
2007). The emergence of Lyme disease as a public
health problem during the latter half of the 20th
century coincided with the abandonment of farmland
and reforestation; an expansion of deer herds in
density and distribution; and suburbanization
(Spielman et al., 1985). Deer, in particular, were
central to the development of the zoonotic condition
because they serve as the main reproductive hosts

B. burgdorferi s.l. may exist only rarely nature as a
single clone within a reservoir or tick (Nakao and
Miyamoto, 1995; Postic et al., 1998; Qiu et al., 2002;
Pérez et al., 2011). When two different strains of B.
burgdorferi s.s. infected white footed mice, only one
o f t h e t w o w a s e ff i c i e n t l y t r a n s m i t t e d t o
xenodiagnostic ticks (Derdáková et al., 2004).
Competition between B.afzelii strains manifested as
reduced efficiency of infection of xenodiagnostic ticks
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as well as quantum of infection for either compared
to single infections (Genné et al., 2018, 2019).The
average quantum of infection for individual strains
diminished as strain richness increased (Strandh and
Råberg, 2015), suggesting that competition may act
to limit the overall spirochetal burden to the tick
(Durand et al., 2017). However, those strains that
achieve greater infection intensity in either the
reservoir or vector are more likely to be transmitted
(Rego et al., 2014). The contribution of those “lesser”
strains to BRN requires further analyses: although
apparently less fit, nonetheless they exist in natural
populations. Balancing selection may maintain such
strains; they serve as variation upon which selection
may act in a changing environment (new hosts or
abiotic influences), ensuring BRN >1 over time.

Couper et al., 2019; Li et al., 2020). These
microbiomes may differ among ticks sampled from
diverse sites (Van Treuren et al., 2015) and may
differ between developmental stages, with much of
the diversity originating from the environment as
opposed to the bloodmeal (Zolnik et al., 2016),
reflecting the close contact that a tick has with soil
and leaf litter. Some reassessment of the reported
microbiomes may be required given the possibility of
unconsidered procedural artefacts during whole
genome analyses (Lejal et al., 2020): about half of
the operational taxonomic units (OTUs) identified in
host seeking I. ricinus could be attributed to
contamination of laboratory reagents. Nonetheless,
B. burgdorferi s.s. less efficiently colonized the guts
of subadult I. dammini held within sterile containers
compared to the same colony held in nonsterile
containers (Narasimhan et al., 2014), and the same
effect was seen when larvae were allowed to feed on
mice treated with gentamicin and infected with a
gentamicin resistant strain of B. burgdorferi s.s.
Dysbiosed ticks engorged better (weighed more)
than those that were held in nonsterile conditions or
not treated with gentamicin but were less likely to be
infected, suggesting that perturbation of the
microbiota modified vector competence. Accordingly,
differences in prevalence of infection as well as
individual quanta among host seeking ticks may need
interpreting in the context of the microbial
environment. There are few reports of whether
members of typical small mammal parasite guilds
may influence the reservoir competence for B.
burgdorferi s.l., but there may only be rare effects
given that all animals in nature are concurrently
infected by diverse viruses, protozoa, helminths, and
ectoparasites (“polymicrobial”). For example, the
effect of Heligmosomoides sp. (a common nematode
infection of wild rodents) was analyzed by
experimental infection. Nematode infection along with
I.ricinus subadult infestation led to greater Th2
responses in a mouse model, but this did not affect
susceptibility to B.afzelii (Maaz et al., 2016).

Does infection influence the fitness of its hosts?
White footed mice infected experimentally with B.
burgdorferi s.s. generally failed to demonstrate
pathology (Wright and Nielson, 1990; Schwanz et al.,
2011), although young mice sustained carditis and
multifocal arthritis (Moody et al., 1994). Infected P.
leucopus had 20% more larvae infesting them than
non-infected mice (Ostfeld et al., 2018), suggesting
that infection altered grooming efforts. Infection did
not influence mouse survival in a capture mark
release study (Voordouw et al., 2015). With B. afzelii,
infection did not influence survival of Myodes
glareolus (bank vole), a main host for this
genospecies, and although infection did not affect
reproductive success of female voles, males were
less likely to pass on their genes (Cayol et al., 2018).
Kittiwakes infected by B. burgdorferi s.l., presumably
B. garinii, did not differ in survival rates from those
treated with an antibiotic (Chambert et al., 2012). B.
burgdorferi s.l. does not appreciably alter the fitness
of its vertebrate host, which may have promoted its
ecological success across the Holarctic. Additional
analyses might focus on whether very young animals
might be burdened given the carditis and arthritis that
have been reported; recruitment influences host
population density and demography. There is some
data that B. burgdorferi s.l. may actually enhance the
fitness of its vector: infected ticks were more capable
of surviving saturation deficit than those that were not
(Herrmann and Gern, 2010).

The “coinfecting” agents that have received the most
attention are ones that may infect and cause disease
in humans, viz. B. miyamotoi, B. microti, B. divergens
species complex, Anaplasma phagocytophilum,
Ehrlichia muris, and the tickborne encephalitis
complex of viruses, among others. Although
“coinfection” with B. microti may modify the course of
Lyme disease (Krause et al., 1996), the ecological
effects of concurrent or sequential infection with the
zoonotic ones remain debatable, particularly when

Concurrent infections
Like all animals, ticks have a microbiome. A diverse
guild of microbial agents may be found in the Ixodes
spp. that serve as vectors for B. burgdorferi s.l. in any
site (Carpi et al., 2011; Vayssier-Taussat et al., 2013;
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one considers that wild animals and ticks contain
diverse microbiota that may be more influential than
those that we focus on because of their zoonotic
impact. Concurrent infection by B. microti and B.
burgdorferi did not appreciably change the
transmission efficiency of spirochetes in an
experimental P. leucopus model (Mather et al., 1990).
However, B. burgdorferi s.s. appears to alter the
susceptibility and infectivity of P. leucopus for B.
microti and A. phagocytophilum (Dunn et al., 2014;
Levin and Fish, 2001). Trying to determine whether
there are fitness effects of concurrent infection within
naturally infected ticks (analyzing host-seeking ticks)
would be confounded: if there were fewer borreliae
within a tick that also contained B. microti, is this
because the host upon which the larva fed had few
spirochetes or is it because there was some
inhibitory influence of B. microti on the spirochete
within the tick? Analyzing the naturally infected
vertebrate hosts is equally difficult to interpret
b e ca u se o f th e co mp l e x mi x o f va ri a b l e s
(immunogenetics, age, maternal effect, nutritional
status).

and with birds themselves being reservoir competent)
(Battaly et al., 1987; Ogden et al., 2008; Smith et al.,
1996). In fact, B. afzelii reactivates in birds that are
stressed from migration (Gylfe et al., 2000),
suggesting a mechanism for long distance transport
of infection. In a recent comprehensive European
study, 37% of over 2000 ticks removed from more
than 800 birds of 28 species were infected by B.
burgdorferi s.l., demonstrating not only their critical
role in dispersal of the bacterium but also,
interestingly, their role in spatial mixing of spirochetal
genotypes. The rodent-associated genospecies, in
contrast seem less diverse and more likely to be
geographically restricted (Norte et al., 2020).
The evidence for enzootic B. burgdorferi s.l. in
tropical sites includes that from Taiwan and southern
mainland China, as well as the southern cone
countries of South America. These mainly comprise
associations of newly recognized genospecies and
Ixodes spp. that are generally rodent-infesting but
also will attach to humans (e.g., B. valaisiana and I.
granulatus in Taiwan, (Chao et al., 2010); B.yangtze
and I. granulatus in southwestern China, (Chu et al.,
2008); B. chilensis and I. stilesi (Ivanova et al., 2014);
Borrelia sp. and I. pararicinus (SarachoBottero et al.,
2017). The influence of temperature on the stability of
vector infection by the diverse B. burgdorferi s.l. may
be an interesting focus of future inquiry, given that
most attention has been placed on the B. burgdorferi
s.l. of northern latitudes, which is less likely to persist
in the vector at greater temperatures (Shih et al.,
1995).

Factors that influence the distribution of B.
burgdorferi s.l.
What limits the distribution of the borreliae-tickvertebrate system? B. burgdorferi s.l. are found on all
continents except Antarctica, Australia, and Africa
(enzootic cycles are present in North Africa).
Relatively recent transport by humans of infected
hosts, e.g., by livestock or rats (Matuschka et al.,
1996; Smith et al., 1993), is possible; R. norvegicus
is reservoir competent for B. burgdorferi and can
maintain the enzootic cycle. Mammals and their
ectoparasites could have moved North to South (or
perhaps the other way) during the Great American
Biotic Interchange (Panamanian isthmus) in the late
Miocene through Pleistocene. I. scapularis infests
deer in Panama (Fairchild, G.B. et al., 1966). It is
also possible that mammals introduced infection
during the several Beringian migrations during the
last glaciations (Goethert et al., 2006). The main
explanation, though, may be the transport of ticks or
infection by birds. The pelagic bird tick I. uriae
maintains B. garinii across the world, and even in
colder sites in the northern (Iceland, Bering Straits)
and southern (Crozet Islands, Falkland Islands)
hemispheres (Olsen et al., 1995), demonstrating the
importance of bird transport. B. burgdorferi has
greatly extended its range across the eastern U.S.,
with strong evidence for the role of migratory birds in
transporting ticks, as well as infection (within ticks

The ecology of B. burgdorferi s.l.: a synopsis
Although there is a main theme in zoonotic sites
(I.ricinus/persulcatus group ticks feeding on small
mammals and birds maintain the enzootic cycle), the
complexity that is evident across its range cannot
simply be characterized as a range of performances
of a symphonic piece by a range of instruments from
kazoo (Massachusetts islands) to full orchestra
(central Europe). The adaptive plasticity of the
spirochete and tick has generated unusual enzootic
cycles such as B. lusitaniae, I. inopinatus, and sand
lizards; B. garinii, I. uriae, and pelagic seabirds; and
B. californiae, I. jellisoni and kangaroo rats, among
others. These have developed into distinct
symphonies, and it should not be unexpected when
other interesting Borrelia-Ixodes-vertebrate host
combinations are reported.
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Soft tick transmitted relapsing fever spirochetes
Although as diverse as B. burgdorferi s.l., the
relapsing fever borreliae have one general enzootic
cycle, comprising that of nest dwelling (nidicolous),
cryptic soft ticks and the small mammals that they
feed on.There are, however, some variations on the
general theme. In addition, there are two exceptions
to the variations on a theme characterization: louse
borne relapsing fever, and hard tick transmitted
relapsing fever borreliae.

simply represents ecotypes of a single genospecies
(Elbir et al., 2014). As with other parasitic organisms
(e.g., Babesia spp. or trypanosomes), a “one vectorone species” concept influenced the early taxonomy
of the soft tick-transmitted borreliae (Davis, 1942)
and thus a spirochete detected in a newly examined
species of tick was assumed to be novel and worthy
of a name. Field collected ticks from diverse Western
U.S. sites transmitted spirochetes by feeding on
mice. Only colony derived ticks of the species from
which an infection originated (O. turicata, O. hersmii,
and O. parkeri were fed at the same time) became
infected by those spirochetes. The specificity of these
associations remain to be fully analyzed, although a
simple experiment suggests that there may be a
salivary gland barrier: O. turicata and O. parkeri
became infected (B. hermsii colonized the gut and
disseminated to the hemolymph of both these
species) but failed to be transmitted by bite whereas
with the homologous association B. hermsii was
efficiently transmitted by O. hermsii (Schwan, 1996).
The barrier, thus, may not be just the capacity for
spirochetes to attach to and invade the salivary
glands, but could involve the salivary pharmacopeia
and its influence at the site of inoculation
(Krishnavajhala et al., 2018). Some borreliae, such
as B. duttonii, may be transmitted not only by bite (as
subadults) but also by contact with fluid from the
coxal glands (an excretory organ that facilitates
diuresis after a bloodmeal).

Diversity of tick-relapsing fever group borreliae
associations.
The systematics of the soft ticks have recently been
revised, with two major groupings being recognized,
the Argasinae and the Ornithodorinae (Mans et al.,
2019). Relapsing fever spirochetes are mainly
maintained by ticks of the Ornithodorinae (bold type
indicates genera/subgenera including a known
vector), although this may reflect the research effort
related to human or veterinary health. The Argasinae
comprise the genera Alveonasus, Argas
(includingthe subgenus Persicargas), Navis,
Ogadenus, Proknekalia and Secretargas. The
Ornithodorinae include Carios (including the
subgenera Alectorobius, Antricola, Carios,
Nothoaspis, Parantricola, Reticulinasus,
Subparmatus), Chiropterargas, Ornithodoros
(subgenera Microargas, Ornamentum,
Ornithodoros, Pavlovskyella, Theriodoros) and
Otobius. Many of these genera are monotypic or
comprise a small number of species that have very
specialized host associations. On the one hand, such
specialization does not lend itself to host switches, a
main mode of diversification for microbial parasites,
but, the focused feeding on unique hosts promotes
vectorial capacity and perpetuation if a microbial
agent becomes transmitted during bloodfeeding. It
seems likely that novel borreliae-soft tick
associations will be recognized when more of these
ticks (particularly with adequate sampling) are
analyzed.

Burrows, logs, bird or bat roosts, mammal nests,
caves, huts, and cabins are the venues of
transmission. In general, the soft tick-transmitted
borreliae are perpetuated in small natural foci
(Pavlovsky, 1966), which can comprise just a few
burrows in a larger area that contains many burrows
or one hut in a village. The limited mobility of the soft
tick vector (typically nidicolous, or nest dwelling), and
its short feeding durations means that transport to
new burrows or huts is a rare event. The limited
capacity of these ticks to move or be transported,
however, is compensated for by their long lives, often
years. If transported, there is a great probability that
the introduction will persist due to broad feeding
preferences and TOT.. Soft ticks have a great
capacity to adapt to diverse vertebrate hosts (Mans
et al., 2008): critical salivary anti-hemostatic antithrombin and anti-platelet aggregation activities are
highly conserved between the phylogenetically basal
A. monolakensis and Ornithodoros spp. However, the
argasid salivary pharmacopeia appears to be less
elegant than that of ixodid ticks; a prominent

Felsenfeld (1965, 1971) listed 11 Old World (includes
B. anserina) and 6 New World species of soft-tick
transmitted Borrelia spp., along with 6 others that he
felt were either too incompletely described to warrant
recognition or those that he considered as belonging
to another valid species. Today, 16 Old World and 8
New World soft tick transmitted Borrelia spp. are
recognized (Talagrand-Reboul et al., 2018). Whole
genome analyses support the classical Old World/
New World dichotomy but suggest some diversity
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Factors that influence the distribution of relapsing
fever borreliae.
The ecology of soft ticks is not easily studied given
their cryptic niche. They occupy crevices and
burrows and are found under logs, rocks and bark;
they are nocturnal or at least are active only under
reduced light conditions. Few species have extended
feeding durations and thus most are not to be
collected from hosts. The standard methods for
collecting hard ticks (dragging or flagging; trapping
and examining vertebrate hosts) are not relevant.
Some species, such as O. coriaceus, may be
attracted by carbon dioxide and will accumulate
nearby, to be collected by hand. Sentinel animals
may be placed near potential tick hiding places and
inspected frequently to find feeding ticks (Adeyeye
and Butler, 1989). Most sampling methods comprise
digging out or vacuuming a burrow and sifting the soil
to look for ticks (soft ticks fluoresce under ultraviolet
light, so sand collections may be easily screened by
the use of a Woods lamp in a darkened room).
Crevices or other hiding places within a house may
be visually inspected and ticks collected with forceps.
In short, the effort required for studying soft ticks is
much more than for most hard ticks, leading to a
paucity of published studies of their ecology. Surveys
that serve as the basis for distribution maps tend to
be biased by the inclusion of sites that come to our
attention because of investigation of reports of
human infection, which reflects zoonotic spillover due
to local tick abundance; intense human exposureto
sites where soft ticks are common; or investigator
interest (e.g., the many contributions of the Rocky
Mountain Laboratories to relapsing fever in the
western U.S.).

Figure 5. O. hermsii feeding on suckling mouse over 20 minutes,
culminating in hemorrhagic feeding lesion.

hemorrhage or feeding lesion is left behind after
many species of soft ticks feed (Figure 5). Then too,
inheritance (TOT) tends to be the rule for the soft
tick-transmitted borreliae, which suggests the
possibility that a single infected fertilized female tick
could initiate a natural focus. Thus, although
transport to expand range is likely a rare event, when
it happens introduction and development of a new
soft tick-relapsing fever borreliae focus could be
efficient.
As with studies of TOT for other vector-pathogen
relationships, published reports of the efficiency of
the process range from documenting that it does
happen, to a more comprehensive analysis. The
transovarial transmission rate (TOTR) is the
percentage of infected females that transmit an agent
to their progeny, without reference to how many of
the progeny are actually infected. The filial infection
rate (FIR) refers to the proportion of an infected
female's progeny that are actually infected. The
product of the FIR and TOTR is the vertical
transmission rate (VTR), which is a measure of
population prevalence and thus a more useful
estimator for models of BRN (TOTR could simply be
based on a few ticks that laid a few infected eggs,
which might not survive to contribute to a new
generation of infected ticks). There are very few
reports that present data to estimate the VTR for the
relapsing fever group borreliae.

A recent analysis using species distribution modeling
of environmental variables suggests that the range of
O. turicata (and potentially B. turicatae) in the U.S. is
likely underestimated (Donaldson et al., 2016). Such
an approach may allow for more targeted sampling
efforts to fill in distributional gaps. Indeed, the
distributional modeling results indicated possible
overlap in the distributions O. turicata and O. talaje,
and, in fact, the same woodrat and burrowing owl
nests in central and southern Texas have yielded
both species (Lopez et al., 2016). How the two
species can occupy the same niche remains to be
described.
One of the few long-term studies of the ecology of
borreliae in relation to human risk for relapsing fever
provides some general observations about their
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Figure 6. O. tartakovskyi feeding on suckling mouse. All stages may feed simultaneously but may differ in feeding duration on a host.

distribution. Cases spatially clustered in
southwestern Senegal near homes where O. sonrai
had been collected and were most common in
March(Vial et al., 2006a). Most cases were
diagnosed about 4 months before the rainy season,
not because the ticks were affected by the external
conditions within their cryptic resting sites, but
because small mammal populations were at their
lowest abundance during the end of the dry season
(Talagrand-Reboul et al., 2018). When small
mammals are available, the ticks are more likely to
feed on them, but when their density is low, humans
become the source of bloodmeals. This pattern of
small mammal scarcity (due to either seasonality or
other factors leading to local declines) serving to
focus bites on humans is seen with the paradigm of
relapsing fever in the western U.S., where cabins left
empty for the winter are suddenly occupied by
human visitors (e.g., the Grand Canyon outbreaks
(Paul et al., 2002). In such vacation cabins, rodents
that nested there during the winter move to outdoor
sites during the spring, leaving the long-lived ticks
behind to attack new occupants (Wynns, 1942). The
relevance of these epidemiological observations is
that there is strong spatial clustering of transmission
and the enzootic cycle is typically cryptic unless the
small mammal hosts become scarce. This is as
expected from the theory of natural focality, in which
infectious agents such as the soft tick transmitted
borreliae, generally exist in “nidi” or nests such as the
burrows of rodents, which are “biocenoses” with
optimal microhabitat and temperatures (Pavlovsky,
1966). Such nidi are relatively isolated from each
other if the vector tick has limited mobility (due to
rapid feeding, not being transported from a burrow)

and humans never see the tick or infection unless
they trespass into the nidus.
At the level of the deme, soft ticks generally have
limited capacity to move between burrows or other
nidi, although this is influenced by the duration of
bloodfeeding attachment that characterizes a
species. All stages (larvae, several nymphal stages,
adults) are found in the same burrow (Figure 6). A
capture-mark-release study of O. turicata americana
in Florida demonstrated that marked ticks were never
found to move from the gopher tortoise burrows into
which they were released (Adeyeye and Butler,
1989); burrows within visual distance in a site could
remain completely uninfested and in fact in one of the
two study sites only 4 of 10 burrows contained ticks.
O. maritimus infesting yellow-legged gulls, however,
appeared to be able to move and recolonize empty
nests, a conclusion based on microbial prevalence,
which did not demonstrate spatial structure within the
breeding site (Dupraz et al., 2017). Only 0.9% of
marked O. coriaceus were found 15m away from
where they were released (Garcia, 1963). At a
regional scale, populations of O. coriaceus across
California, Oregon and Nevada were highly
structured with little evidence of gene flow as
determined by mtDNA analysis (Teglas et al., 2005),
suggesting that this tick has limited dispersal capacity
despite the fact that its larvae may attach for many
days to its highly vagile deer host. O. sonrai in
Mauritania and Senegal demonstrated large diversity
in 16S rDNA sequences, with 4 major subclades
being detected; although there was some
geographical clustering of subclades, in general
genetic divergence did not correlate with increasing
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geographical distance and hence was interpreted as
being inconsistent with the hypothesis that isolation is
a function of low dispersal capacity (Vial et al.,
2006b). Nonetheless, the main pattern of distribution
of soft ticks is exemplified by long term micronidi that
are determined by animal host resting behavior and
microhabitat.

from circulation when the latter was detected. This
poorly studied phenomenon may have implications
for the perpetuation of relapsing fever borreliae given
the ubiquity of trypanosomes as vertebrate parasites.
East Africa and endemic tick borne relapsing fever
Obermeier found “a most delicate and peculiarly
motile spirillum in the blood of relapsing fever
patients”, seen in samples taken and examined
microscopically at bedside in Virchow’s Berlin clinic in
1867. Berlin had been experiencing an outbreak of
what is now known as epidemic or louse borne
relapsing fever (Birkhaug, 1942). The discovery of
the cause of endemic relapsing fever (African tick
borne relapsing fever, ATBRF) is a story from the
times of colonial exploration, with David Livingstone
noting in 1857 that people bitten by ticks in Angola
and Mozambique sustained an irregular fever (Geigy,
1968a).The vector of B. duttoni, the eyeless tampan
O. moubata was identified in 1904 by Joseph E.
Dutton who with John L. Todd were able to infect
monkeys with relapsing fever by the bites of soft
ticks; Dutton and Todd both became infected during
the course of autopsies of relapsing fever fatalities
and Dutton died of the disease. Robert Koch, at the
same time, independently infected monkeys by the
bites of soft ticks. It is not known whether any of
these investigators were aware of the report
(Marchaux and Salimbeni, 1903) demonstrating that
Argas miniatus transmitted fowl spirochetosis.

Fitness effects of infection
There is some evidence that the vertebrate hosts
infested by soft ticks may be affected by tick feeding,
but the influence of spirochetal infection on fitness
remains poorly studied. Balearic storm petrel nestling
survival was less in deeper aspects of the breeding
cave where O. maritimus were dense, and individual
nestling body weight was reduced for those with
greater tick burdens (Sanz-Aguilar et al., 2020).
Dense infestations of chickens by A. persicus reduce
their egg laying capacity (Khan et al., 2001) and
acute infections of fowl spirochetosis (B. anserina)
can cause mortality. Sensitization of hosts by
repeated feeding reduced O. turicata engorgement
weights (Need and Butler, 1991), and fecundity of O.
moubata was reduced (Chinzei and Minoura, 1988),
suggesting possibilities for density dependent
modulation of tick populations. Although B. turicata
infected ticks remained infectious after 5 years of
starvation (Francis, 1942), demonstrating remarkable
longevity of both tick and spirochetes and general
lack of effect on fitness, the study did not determine
whether uninfected ticks could have lived even
longer.

It is possible, though, that the local inhabitants of
East Africa recognized cause and effect long before
scientific inquiry, as suggested by Geigy’s (Geigy,
1968a) anecdote about soft ticks being carried by
native travelers: “The author of this chapter can
confirm this observation from personal experience. In
1957 in Tanzania, he met some native laborers who
had come from Rwanda to work on a sisal estate
near Morogoro. They carried with them O. moubata
ticks from their own huts that they kept in
matchboxes and allowed them to feed regularly on
their skin…they explained that they did so in order
not to contract relapsing fever on returning to their
homes in Rwanda after a fairly long absence. They
obviously knew from experience that a certain degree
of protection against their local strain of borreliae
could be achieved in this way. Unfortunately, the
author could not find out whether their ticks were
really infected or not because they refused to hand
over these precious creatures.” Thus, the distribution
of O. moubata could have been heavily influenced by
human transport. On the other hand, Geigy

A poorly studied phenomenon, interference, could in
some instances enhance the fitness of a vertebrate
host that is infected by relapsing fever group
borreliae. Trautman (Trautman, 1907) demonstrated
that co-inoculation of a spirochete, presumably B.
duttonii, influenced the parasitemia and disease due
to Trypanosoma vivax and T. gambiense in
experimentally infected mice. The effects were not
observed when killed spirochetes were administered.
Subsequent studies confirmed these results using
other trypanosomes, but no effects were seen with
plasmodia, rickettsiae, or leptospira. Trautmann did
not specifically analyze the effects of trypanosome
infection on borreliosis but statedhe had no doubt
there was “egalement une action sur les spirilles”.
The generality of interference has been
demonstrated by sporadic reports, for example,
interference of a mouse bartonella by a hemoplasma
(Eperythrozoon) was subsequently demonstrated by
Tyzzer (Tyzzer, 1941), with the former disappearing
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discounted human transport as a factor in the
distribution of O. moubata and endemic tick borne
relapsing fever, and speculated that this tick adapted
from inhabiting the burrows of warthog and aardvark
to human dwellings because “infested huts are
practically always found where warthogs also occur
and are hunted” and “conditions in a mud hut are
strikingly similar to those in an aardvark burrow”.

evidence of infection. At least with infection, the
question of anthroponosis vs. zoonosis bears on
interpreting the existing studies of the ecology of
ATBRF as well as on planning future studies: a
zoonosis is more complicated than is an
anthroponosis, particularly to probe for critical BRN
factors.
The life cycle of O. moubata has been studied by a
number of researchers, and was nicely summarized
by Hoogstraal (Hoogstraal, 1956). A female may lay
as many as 7 egg batches (7 bloodmeals), totaling
500-1200 eggs during its lifetime. The larva that
emerges from an egg is nonparasitic and nonmotile
and molts to the first nymphal stage, without feeding,
within days. Apparently, there is a reddish, hematinlike residue within larvae that may serve as a
nutrient, suggesting that elements of the female’s
bloodmeal have been incorporated during oogenesis.
There are 4-8 nymphal instars (a bloodmeal is
required for each) before they become adults. The
duration of feeding for the nymph ranges from 13-87
minutes, with later instars generally taking longer to
feed. The entire life cycle may take as few as 62-73
days in the laboratory. The longevity of an adult tick
is usually on the order of a year and a half, but
maximal durations of 4-13 years have been reported.

O. moubata is considered a superspecies or species
complex with “races” adapted to wild or human
domestic life cycles: to tortoises (O. compactus), to
porcupines (O. apertus), and two races (O. porcinus
and O. domesticus) found with warthogs and
domestic pigs, respectively (Walton, 1962). The
aardvark may be the original host for the O. moubata
complex given that warthog abundance is apparently
associated with that of aardvark burrows
(Whittington-Jones et al., 2011). The great
interchange of animals between burrows may have
led to specific adaptations by the tick (e.g., extended
feeding on poikilothermic tortoises). The most
parsimonious hypothesis to explain the apparent
anthropophily of O. moubata sensu stricto is that the
proximity of humans and their pigs to warthogs has
selected tick lineages that adapted to living within
huts, and were subsequently transported by humans,
either incidentally or intentionally(Heisch and
Grainger, 1950).

Parthenogenetic colonies of O. moubata have been
reported, with one well documented report (Davis,
1951) that assured a lack of fertilization by males.
Progeny were all female, and all life cycle events
(eclosion, molting, oviposition) greatly delayed
relative to those that were sexually reproducing. The
parthenogenetic females, when mated, produced
progeny of both sexes. Whether all populations of O.
moubata are capable of parthenogenesis remains
undescribed. Given efficient inheritance of B. duttonii,
which may last through 5 generations, albeit with
reductions in transovarial transmission rate (Geigy
and Aeschlimann, 1964), there is much potential for
introduction to new sites as well as maintenance
within sites with episodic presence of amplifying
hosts.

Although O. moubata has a wide host range, feeding
on tortoises, birds (including domestic chickens),
aardvark, porcupine, and warthogs or domestic pigs,
ATBRF is not a zoonosis, but an anthroponosis, with
humans as an amplification host. The classification of
ATBRF as an anthroponosis rests on a general
failure over the first half of the 20th century to detect
B.duttoni in any animal other than humans.
Experimental studies failed to infect warthogs with
laboratory strains of B. duttonii; ticks collected from
warthog burrows were never found to be infected,
and subinoculation of warthog tissue samples into
mice failed to demonstrate infection (Geigy, 1968b).
This longstanding dogma has been challenged based
on PCR detection of B. duttoni sequences in
chickens and pigs sampled from ATBRF endemic
villages (McCall et al., 2007). One might argue that
PCR is a significantly more sensitive method to
determine infection status of animals, certainly more
so than microscopy of blood smears, but the gold
standard for older workers was inoculation of
diagnostic blood or tissues (often 0.5-1mL volumes)
into laboratory rodents and assessing them for

O. moubata is apparently absent from areas with
high humidity, although human living conditions may
allow for colonization of sites where they would
otherwise be excluded. In the laboratory, a saturated
atmosphere as well as greater temperature reduces
fitness (Cunliffe and Nuttall, 1921). In Kenya, some
tribes construct houses with dry raised mud beds,
and fires near the beds would dry the ground enough
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to promote tick survival (Walton, 1950). Similarly, O.
moubata may be found in the Transvaal Highveld
where there are very cold winters, simply because
people have fires within their huts to provide heat
(Hoogstraal, 1956). Accordingly, these ticks have
interacted with humans to adapt locally and, thus,
ATBRF is not only an anthroponosis but also an
anthropogenic infection.

rookery) would likelypersist if nests were abandoned
for the migratory season. The global distribution of
this tick seems limited only by a minimum 20ºC
temperature for development. As with other pest
infestations of domesticated animals, the increasing
availability and use of antiparasitics as well as
improved biosecurity and a trend for large-scale
poultry production have been reducing the
agricultural impact of fowl spirochetosis. B. anserina
continues to affect poultry production in subsistence
settings (Lisboa et al., 2009).

Fowl spirochetosis
B. anserina seems to be restricted to birds, with
successful experimental infections of diverse birds
but not to rodents or primates (Lisboa et al., 2009;
McNeil et al., 1949). Human serum lyses B. anserina,
helping to explain why zoonotic infection has not
been reported even though fowl spirochetosis and A.
persicus are widely distributed and can readily attain
dense infestations within chicken coops, thereby
potentially exposing the human caretakers of the
birds. Although other Argas spp. are known to bite
humans, A. persicus rarely bite people (Hoogstraal,
1956). The ecology of natural infestations of A.
persicus and B.anserina (as opposed to agricultural
settings) is dependent on breeding sites for their
hosts, for example, birds that construct large
permanent nests near where chickens are actively
produced may sustain dense infestations. Heron
rookeries near Cairo were found to have tens of
thousands of A. persicus hiding in crevices and under
bark of the fig trees where the herons roosted
(Hoogstraal, 1956). Sporadic specimens have been
found on diverse birds (e.g., quail, guinea fowl,
vultures, cranes) but reports from mammals are rare.
Why B. anserina has not been reported from wild
birds is not known, particularly given the fact that
many other Argas spp. such as A. miniatus are
competent vectors (Lisboa et al., 2009).

Borrelia coriaceae and O. coriaceus
Spirochetes were discovered in O. coriaceae during
early investigations of Lyme disease in northern
California (Lane et al., 1985), differing
morphologically and behaviorally from the Lyme
borreliosis agent and was described as B. coriaceae
Johnson et al., 1987). At that time, B. coriaceae was
considered a likely agent of epizootic bovine
abortion, a condition that had long been
epidemiologically linked to bites of this tick; the agent
is now suggested to be a deltaproteobacterium
transmitted by O. coriaceae. O. coriaceaehad
previously been demonstrated to be incompetent
vectors for relapsing fever borreliae (Herms and
Wheeler, 1935) and was known only for its painful
bites. The ‘pajaroello’, as it was commonly known
(Herms, 1916), was the subject of a comprehensive
ecology-focused doctoral dissertation by Garcia
(Garcia, 1963), and the following life history details
are taken from that source. This is an unusual soft
tick that feeds on large mammals such as the black
tailed deer as well as cattle along the California coast
down into Mexico. Although most feeding is thought
to occur when deer or other large mammals bed
down under shrubs such as manzanita, these ticks
will move up to 25 feet along carbon dioxide
gradients to the source. Body heat causes them to
accumulate. Unlike most soft ticks, O. coriaceus is
only weakly negatively phototropic and will move in
sunlight. In one of the very few direct observations of
predation on ticks, Garcia observed fence lizards
(Sceloporus occidentalis) eating nymphs and
confirmed this by examining gut contents of the
lizards. The ticks have a characteristic response to
being touched, which was to become immobile with
the legs tucked underneath; he speculated that
reduces predation by animals that targeted moving
prey. The lower temperature limit to eggs eclosing
(hatching) is 15ºC and an upper limit 45ºC, with high
mortality at higher temperatures and low relative
humidity. The larval stage has optimal survival

A. persicus larvae have an extended feeding duration
of 5-10 days, during which they could be transported;
nymphs and adults take fewer than 2 hours to
engorge. All feeding is done under reduced light
conditions (Hooker et al., 1912). Unfed adults
generally live a year, but larvae may survive over 200
days at 21-24ºC and >85% relative humidity,
although longevity was reduced to 50 days at 37ºC at
the same humidity. One estimate for the vertical
transmission rate (VTR) for B. anserine was 67%
(Zaher et al., 1977). Allowing infested chicken coops
to remain uninhabited as a means of eliminating an
infestation, therefore, would require an extended
duration dependent on temperature. This would imply
that peri-domestic infestations (e.g., in a heron
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between 20-25ºC and >70% relative humidity. All
stages may be active during all times of the year; rain
and low temperatures inhibit activity. Deer are the
main bloodmeal sources, and the ticks rapidly feed
(an average of 20 or so minutes). Larvae, however,
may be associated with the host for longer durations
(an average of 9 days) and, thus, could be dispersed
to new sites by deer. Coxal fluid is expressed off the
host and thus transmission of B. coriaceae is via the
saliva. Transovarial transmission appears to be
inefficient, with a VTR of only 1.5%, indicating the
requirement for a vertebrate amplifying host (Lane
and Manweiler, 1988); more than half of deer that
were sampled during the course of Lyme borreliosis
studies in northern California demonstrated
spirochetemias, likely due to B. coriaceae (Lane and
Burgdorfer, 1988). Infection did not affect longevity or
fecundity of the ticks (Lane and Manweiler, 1988).
Like many soft tick species, adult O. coriaceus could
survive as long as 5 years (Smith, 1944).

from the infected female through the egg to the larva.
TOTR ranged from 70%-80% over 3 generations
(Smith et al., 1978), confirming that inheritance is
likely to be the main mode of perpetuation.
Interestingly, although Theiler stated that larvae were
infectious, subsequent work (Callow, 1967; Smith
and Rogers, 1998) failed to confirm transmission by
larvae. Smith and Rogers argued that even though
larvae were infected, as demonstrated by detecting
spirochetes within larval tissues, perhaps only
nymphs were able to deliver sufficientinocula.
B.theileri has since been reported from many parts of
Africa, Australia, and South America and undoubtedly
has been transported globally with cattle as have
their vectors, mainly R. microplus and R. decoloratus.
Sheep, but not goats, horses, dogs or rodents were
experimentally infected by blood subinoculation
(Theiler, 1902). Deer can be infected by B. theileri
(Callow, 1967), although spirochetemias are not
detectable by microscopy. Evidence of infection was
obtained by subinoculating blood into cattle, which
became infected.The possibility that deer may
become infected is of relevance given that they are
naturally infested by R..annulatus in Latin America,
and thus might serve as wildlife reservoirs for the
agent of bovine borreliosis. Thus, although
perpetuation of B. theileri mainly depends on lack of
tick control in domestic animal production, an
ancillary enzootic cycle between ticks and deer would
perpetuate B. theileri. Indeed, in American sites
(Texas, Florida) where R. microplus and R. annulatus
were eradicated from cattle by the U.S. Department
of Agriculture, infestations continued to appear due to
maintenance of these ticks in the wild by deer (Pound
et al., 2009). Whether deer maintain B. theileri
remains to be explored.

Hard tick transmitted relapsing fever spirochetes
Sir Arnold Theiler was the first to demonstrate that a
spirochete was transmitted by hard ticks (Theiler,
1902); he demonstrated its presence in cattle during
studies of theileriosis. He apparently thought little of
the finding, particularly given that there was no
pathology attributable to this spirochete (bovine
borreliosis comprises fever, anemia, and transient
malaise). Laveran named the organism Spirillum
theileri from slides that Theiler had sent him. Theiler
suspected that ticks served as vectors in his original
report, noting that the borreliae accompanied
piroplasm infections, and subsequently (Theiler,
1905) transmitted this infection to cattle using
Rhipicephalus (Boophilus) decoloratus. The
spirochete must be inherited (TOT) because all 3
motile life stages (larva, nymph, adult) of R.
decoloratus develop on the same individual animal.
Fed female ticks dropped from the host and eggs
were laid in the environment; larvae emerged,
attached to a new cow, fed to repletion, and molted in
situ within a matter of days to the nymphal stage. The
nymph, without moving (or moving very little)
attached, fed, and developed in situ to the adult
stage. Male ticks may move on the host to find a
female. Theiler was working on theileriosis and
babesiosis and knew about Theobald Smith and Fred
Kilborne’s pioneering incrimination of R. annulatus, a
very similar one host cattle tick, as the vector of
Texas cattle fever (due to Babesia bigemina).
Inheritance was critical to perpetuating that parasite
and Theiler also found that the borreliae were passed

Lyme disease-like illnesses of undocumented
etiology have been confused with Lyme disease in
sites where Lone Star ticks (Amblyomma
americanum) are found (Campbell et al., 1995;
Kirkland et al., 1997). This syndrome, termed
Masters' disease (Armstrong et al., 1996) or southern
tick-associated rash-illness, STARI, is characterized
by an erythema migrans rash from which no
evidence of B. burgdorferi may be detected,
accompanied by generally mild constitutional
symptoms with no chronic sequelae. Reactivity to B.
burgdorferi antigens seems rare in sera from these
patients (Campbell et al., 1995) but see Master and
Donnell (Masters and Donnell, 1995). Lone Star ticks
are not competent vectors for B. burgdorferi
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(Piesman et al., 1979; Piesman and Sinsky, 1988)
but are infected by B. lonestari (Armstrong et al.,
1996; Barbour et al., 1996), which are closely related
to B.theileri (Rich et al., 2001). The hypothesis that
remains to be adequately tested is that B. lonestari is
the etiologic agent of Masters' disease; definitive
evidence for or against the hypothesis has not been
reported. The prevalence of infection in Lone Star
ticks ranges from 0-5% (Armstrong et al., 1996;
Barbour et al., 1996; Kocan et al., 1992; Schulze et
al., 1986), but given the proportionally greater
densities of these ticks in endemic sites, compared
with deer ticks, transmission risk indices for B.
burgdorferi and B. lonestari differ only by 50%
(Armstrong et al., 1996).

endemic sites in Hokkaido, and who had isolated the
spirochetes (Fukunaga et al., 1995). This spirochete
subsequently was found to infect I.dammini ticks
used for experimental purposes (Scoles et al., 2001),
and the comprehensive studies that followed
determined that P. leucopus were competent
reservoirs. 1.9%-2.5% of host seeking I.dammini
from Lyme disease endemic sites in New York,
Connecticut, Rhode Island and New Jersey were
infected and infected female ticks provided filial
infection rates of 6%-73%. A study of engorged
female ticks removed from deer in 4 different states
demonstrated a TOTR of 57%-100%, with FIR of
68%-100%, resulting in a VTR of 44%-93% (Han et
al., 2019). Thus, inheritance is likely the main mode
of perpetuation if VTR remains stable through
additional generations.

Deer serve as the main hosts for all stages of Lone
Star ticks (Hair and Bowman, 1986), although
raccoons, opossums, fox, coyote, rabbit, and turkeys
are infested by subadult stages. Experimental
inoculation of deer with in vitro cultivated B. lonestari
produced spirochetemia that was detectable by blood
smears and PCR (Moyer et al., 2006). About 15% of
deer contained B. lonestari antibodies as detected by
indirect immunofluorescence antibody testing, with a
greater proportion seropositive from southern sites
than in northern sites, corresponding to relative
infestations of Lone Star ticks (Murdock et al., 2009).
In a survey of deer in Arkansas, 11% of blood
samples from hunter killed deer contained B.lonestari
DNA (Fryxell et al., 2012). Although it is possible that
deer are simply sentinels (exposed to bites of Lone
Star ticks), the available evidence is suggestive of
their role as an amplification host. B.lonestari was
detected by PCR in turkeys, suggesting another
possible amplification host (Jordan et al., 2009). B.
lonestari infects host-seeking larval A. americanum
(Stromdahl et al., 2003), demonstrating that TOT
contributes to perpetuation. The stability of B.
lonestari inheritance, however, has not been
measured, and, thus, it is possible that amplifying
hosts such as deer or turkeys, both important hosts
for maintaining Lone Star tick infestations, are
required for perpetuation.

Human infection and disease due to B. miyamotoi
have been reported from Russia, Japan, the
northeastern U.S., upper Midwestern U.S., and E. U.
countries. B. miyamotoi has been detected in host
seeking Ixodes spp. wherever surveys have been
done in Lyme disease endemic sites e.g. (Crowder et
al., 2014; Dibernardo et al., 2014; Fomenko et al.,
2010; Hamšíková Svitálková et al., 2017; Richter et
al., 2003; Wagemakers et al., 2017). Prevalence of
infection in host seeking ticks has been determined
to be on the order of 1%-2%, although there are
reports of greater prevalences, which may represent
sampling bias (“luck” of collecting many individuals
that may have fed on a single spirochetemic animal
or were the progeny of a single infected female).
At least 3 genotypes have been identified, suggesting
that, like B. burgdorferi s.l., B. miyamotoi may
comprise a species complex: Asian/Siberian,
European, and American, mainly from ticks of the
I.ricinus complex. I. (Partipalpiger) ovatus, a bird
feeding eastern Asian tick, has been reported to be
infected by the Asian genotype and what appears to
be a fourth genotype of B. miyamotoi (Iwabu-Itoh et
al., 2017). The Asian genotype of B. miyamotoi has
also been reported from a single host-seeking
Haemaphysalis concinna (Jiang, 2018). The
detection of B. miyamotoi from H. longicornis or H.
inermis removed from hosts (Pere David deer,
woodmouse) (Heglasová et al., 2020; Yang, 2018)
does not necessarily imply their contribution to
perpetuation because these ticks may have acquired
infection from the host from which they were
removed.

In the early 1990s, BSK cultivated isolates from I.
persulcatus collected from vegetation in Hokkaido,
Japan were determined to differ from B. burgdorferi
s.l. by DNA-DNA hybridization and by sequencing the
16S rDNA. The newly recognized spirochete, which
grouped with the relapsing fever borreliae, was
named B. miyamotoi in honor of Kenji Miyamoto, who
had conducted the tick surveys in Lyme disease
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Like B. burgdorferi s.l., the reported host range for B.
miyamotoi is diverse. Deer likely serve as
amplification hosts (Han et al., 2016), and the
spirochete has been detected from wild boar
(Wodecka and Skotarczak, 2016). Surveys of
animals demonstrated that rodents (woodmice, deer
mice, voles, chipmunk and squirrel (Hamer et al.,
2012; Burri et al., 2014; Hamšíková Svitálková et al.,
2017; Wagemakers et al., 2017), hedgehog (Jahfari
et al., 2017) and raccoon (Barbour et al., 2009) were
infected, as were diverse passerine birds (Hamer et
al., 2012; Heylen et al., 2017; Wagemakers et al.,
2017). A large proportion (60%) of turkeys from
Tennessee (Scott et al., 2010) were considered to be
infected. The wide range of possible amplification
hosts reflects the wide host range of the I. ricinus
species complex that serve as the main vectors for B.
burgdorferi s.l. and B. miyamotoi. Concurrent
infection of the two kinds of spirochetes appears to
be rare, on the order of 0.1%-1% and no more than
expected by chance (Hamer et al., 2012; Lynn et al.,
2018). Indeed, the case has been made that the two
spirochetes coexist using one vector by means of
niche partitioning (Barbour et al., 2009). In the
enzootic cycle with I. dammini and P. leucopus in
New England, B. burgdorferi establishes chronic
infection of the skin and the pivotal event in the
enzootic cycle is transmission by nymphal ticks. B.
miyamotoi has transient spirochetemia (blood) and
transmission is by larvae (Barbour et al., 2009). Even
a single B.miyamotoi-infected larva is sufficient to
infect a host (Breuner et al., 2018).

epidemic relapsing fever (B.recurrentis) contains a
reduced genome relative to that of its tick maintained
parent: 20.4% of the genome has been lost
compared with B.duttoni, including the genes for the
antigenic lipoproteins vlp and vsp as well as DNA
repair genes recA, mutS, and smf (Elbir et al., 2014).
The two borreliae apparently diverged 6-14 million
years ago as determined by 16S rDNA comparison,
consistent with the divergence of P. humanus from
the chimpanzee infesting louse P. schaeffi (Reed et
al., 2007). This estimate conflicts with the current
evidence that body lice have originated multiple
times, even within recent history, from head lice (Li et
al., 2010), and that new populations may be
constantly evolving from head lice. Body lice and
head lice are the same species but are different
ecotypes (subpopulations that specialize in different
niches). It may be that as more B.recurrentis isolates
are analyzed, the theory of an older divergence will
become modified by the findings of more recent
generation of local lineages from B. duttoni. Indeed,
body lice were demonstrated to transmit B. duttoni
(Heisch and Garnham, 1948), and the spirochete
could be passaged indefinitely between lice by
enema or intracoelomic inoculation (Mooser and
Weyer 1954, as cited in (Geigy, 1968a) with no loss
of infectivity to mice.
The perpetuation of B.recurrentis depends solely on
its human reservoir. The spirochete’s distribution,
abundance, and relationships with the environment
are regulated by those of its louse vector, which, in
turn, is regulated by human ecology. Lice become
infected only by feeding on people who have active
spirochetemia. Apparently, a minimum of 4
spirochetes per microliter (1-2 per oil immersion field;
(Heisch et al., 1960) is required to infect a louse.
Only about a fifth of lice feeding on infectious people
become infected. Within a week of an infectious
bloodmeal, spirochetes may be observed in the louse
hemolymph. They do not invade the ovarial tissues,
hence there is no inherited infection (no transovarial
transmission (Nicolle et al., 1912). There is a fitness
cost to infection by B. recurrentis (and Rickettsia
prowazekii) in that infected lice tend to die quickly
(Houhamdi and Raoult, 2005). Individual lice live 3-7
days (at 30ºC and 10ºC respectively (Nuttall, 1917) in
the absence of a bloodmeal and do not enter any
dormancy that might prolong spirochetal survival in
the absence of a live host. Thus, the louse is not the
reservoir, and maintenance depends on humans.

Louse borne relapsing fever
Only two Borrelia spp. are anthroponotic, one
causing louse borne relapsing fever (also known as
epidemic relapsing fever) and one endemic tickborne relapsing fever in Africa. The former is
transmitted by the human louse (Pediculus humanus)
and derives from endemic (African) tick borne
relapsing fever spirochetes (B. duttoni) maintained by
O. moubata-like ticks as an anthroponosis. The
human louse has classically been distinguished into
head louse (Pediculus humanus capitis) and body
louse (P. humanus corporis or P. humanus humanus)
based on morphology and feeding behavior. Body
lice are not found in the hair but head lice could
sometimes be found on the body. The two types were
capable of interbreeding and both could be infected
by B. recurrentis (Buxton, 1946).
As for the other louse-transmitted bacterial infections
(trench fever and epidemic typhus), the agent of
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The main mode of transmission is by crushing the
infected louse, followed by the penetration of
excoriated skin by the liberated spirochetes; B.
recurrentis does not appear to invade the salivary
glands and, thus, is not transmitted by bite. Although
classic reviews on the biology of relapsing fever
(Felsenfeld, 1971) state that louse feces are not
infectious, rabbit adapted human lice infected by
feeding on a rabbit that had been intravenously
injected with 6 logs of B. recurrentis as they fed
excreted viable spirochetes (Houhamdi and Raoult,
2005). The duration of infectivity for excreta is not
clearly defined, and so, in the absence of extended
survival of the spirochetes in dried louse excreta, the
general role of fomites in maintaining B. recurrentis is
likely minor; healthcare workers attending to victims
of epidemic typhus often got infected by exposure to
louse feces, whereas those attending relapsing fever
patients did not (Zinsser, 1935).

Comments on how to advance our knowledge of
the “ecology of borreliae”.
An ecologist will use an intervention to probe
hypotheses about perpetuation; an epidemiologist
will seek to discover the main elements of
perpetuation as it relates to risk to either explain the
public health burden (distribution and abundance of
human infections), or formulate interventions, with
the expectation that the results will reduce risk. Much
of the past and current “Lyme disease ecology”
literature is based on observational studies driven by
epidemiology. We anticipate that the next version of
this chapter will have a greater number of
experimental ecology reports from which to draw.
The new tools that are available will facilitate
perturbation of nature. For example, Mice Against
Ticks (MAT), a project that seeks to replace reservoir
competent P. leucopus in zoonotic sites with those
that are genetically modified to be less infectious to
ticks (Buchthal et al., 2019), will provide the means to
analyze whether there are essential species for
enzootic B. burgdorferi transmission, as well as
reduce BRN overflow. Other possibilities include the
introduction into sites of ticks containing borreliae
with genetic markers (e.g., GFP), although (as with
MAT) there would be substantive ethical and
regulatory issues that would require resolution.

Lice can be transferred between people by the social
touching of heads (Rózsa and Apari, 2012), although
there is some confusion as to whether this pertains to
head lice or body lice), sharing clothing or bedding,
by migration of lice from “verminous people” (Nuttall,
1917), or perhaps by deliberate infestation. Malabar
holy men once apparently voluntarily let themselves
be infested; young women in northern Siberia threw
lice at visitors (Zinsser, 1935).Other than interesting
cultural practices, prolonged close contact is required
to maintain lice, such as under conditions of war,
migration or during winter. Louse-borne relapsing
fever is less common and more geographically
restricted due to improved hygiene. Once upon a
time, louse borne relapsing fever was likely
cosmopolitan in distribution, traveling with people on
ships and on war marches as did epidemic typhus
(Zinsser, 1935). The Horn of Africa continues to
remain endemic for this infection(de Jong et al.,
1995; Nordmann et al., 2018; Yimer et al., 2014), with
sporadic outbreaks. Large outbreaks may continue to
occur where there are large accumulations of
displaced people and a breakdown in hygiene and
healthcare. In Sudan refugee camps, a 10% mortality
was estimated to have occurred in 1999-2000
(Raoult and Roux, 1999). No country is immune from
potential outbreaks: the EU has reported numerous
louse borne relapsing fever cases in immigrants from
the Horn of Africa, with spillover infections in people
from other countries sharing the same migrant camps
(ECDC(2015).

One of the most vexing aspects of quantifying
enzootic transmission (and entomological risk for
zoonotic transmission) of B. burgdorferi s.l., as well
as other hard tick transmitted borreliae, is the
reliance on a single index: the entomological
inoculation rate (EIR), or density of infected nymphs.
This is the product of the prevalence of infection and
the density of nymphs; much energy and resources
are expended in the measurement of these indices
without much thought into what they mean. EIR has
its origins in malarial epidemiology and with caveats
has some uses in measuring zoonotic risk of tick
borne infections, mainly at larger scales and not at
that of yards or small study sites (Eisen and Eisen,
2016). However, the utility of EIR for analyzing
enzootic transmission is not axiomatic. Measuring the
density of the tick vectors for B. burgdorferi is not
straightforward. Although dragging (flagging,
sweeping) to collect host seeking ticks provides an
index of abundance, such an index is prone to error
because the availability of ticks to be sampled
depends on the abundance of hosts (Ginsberg and
Ewing, 1989), and is affected by temperature and
humidity at the time of sampling, accessibility of
suitable habitat, and even inter-investigator prowess.
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Indeed, sites are often selected because they yield
many ticks as opposed to others (sample size is
critical for measuring prevalence of infection), and
are easier to traverse. Many sites would not be
representative of what a mouse, shrew or bird would
encounter; such animals go where we cannot.
Standardizing transect selection, conditions and
methods can reduce the variability that otherwise
plagues measuring tick density, but drag sampling is
a human risk-biased snapshot of the venue of
enzootic transmission. Then too, all ticks from the
transect (typically 500m or so, with a minimum of
20-30 minutes, usually 60 minutes of sampling) are
placed into a single collection vial, ignoring the
clustering of ticks and even infected ticks (Foppa et
al., 2002; Telford et al., 1992); most 20m drags yield
0 or 1 ticks, and a small number >3, and an even
smaller number may have dozens per drag. The
clusters themselves provide a clue to the venue of
transmission: subadult ticks engorge and drop from
their hosts at the start of the host’s activity (Mather
and Spielman, 1986) and may accumulate in a
mouse burrow, for example. By ignoring the clusters
and averaging across a transect, we may be missing
even more of the complexity of enzootic
transmission, as we found in a study of focality for
Francisella tularensis infection of Dermacentor
variabilis(Goethert and Telford, 2009); bacterial
diversity appeared to originate from a 260m diameter
focus along a 1500m transect. We need to find better
and complementary ways of estimating and
interpreting infected and noninfected host seeking
tick abundance, particularly where animals are most
commonly encountering ticks.

seroprevalence (or better, seroconversion), or direct
detection of the agent by culture or PCR of animal
skin samples. Xenodiagnosis is the best of all, but
extremely labor intensive. Of all the current methods
for analyzing BRN, measuring the infection status of
enzootic hosts is the least biased if performed
longitudinally. More objective means of sampling host
seeking ticks would provide the complementary
aspects of modeling BRN.
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2019) can provide good data on survival and
questing behavior, but it may be logistically difficult to
use microcosms to study the abundance of ticks or
transmission of borreliae. The force of enzootic
spirochetal transmission may be estimated by

References
Adeyeye OA, Butler JF (1989) Population Structure and Seasonal IntraBurrow Movement of Ornithodoros turicata (Acari: Argasidae) in
Gopher Tortoise Burrows. J Med Entomol 26: 279–283, doi:10.1093/
jmedent/26.4.279.
Aeschlimann A, Chamot E, Gigon F, Jeanneret JP, Kesseler D, Walther
C (1987) B. burgdorferi in Switzerland. Zentralbl Bakteriol Mikrobiol
Hyg [A] 263: 450–458, doi:10.1016/s0176-6724(87)80107-4.

296

Perpetuation of Borreliae

Telford and Goethert

Amore G, Tomassone L, Grego E, Ragagli C, Bertolotti L, Nebbia P,
Rosati S, Mannelli A (2007) Borrelia lusitaniae in Immature Ixodes
ricinus (Acari: Ixodidae) Feeding on Common Wall Lizards in
Tuscany, Central Italy. J Med Entomol 44: 303–307, doi:10.1093/
jmedent/44.2.303.
Anderson JF (1988) Mammalian and avian reservoirs for Borrelia
burgdorferi. Ann N Y Acad Sci 539: 180–191.
Armstrong P, Rich SM, Smith R, Hartl DL, Spielman A, Telford 3rd SR
(1996) A new Borrelia infecting Lone Star ticks. The Lancet 347: 67.
Arsnoe I, Tsao JI, Hickling GJ (2019) Nymphal Ixodes scapularis
questing behavior explains geographic variation in Lyme borreliosis
risk in the eastern United States. Ticks Tick-Borne Dis 10: 553–563,
doi:10.1016/j.ttbdis.2019.01.001.
Babenko LV (1985) Periods of life cycle. In Taiga Tick Ixodes
Persulcatus: Morphology, Systematics, Ecology, Medical Importance,
(Leningrad: Nauka), pp. 213–214.
Barbour AG, Adeolu M, Gupta RS (2017) Division of the genus Borrelia
into two genera (corresponding to Lyme disease and relapsing fever
groups) reflects their genetic and phenotypic distinctiveness and will
lead to a better understanding of these two groups of microbes
(Margos et al. (2016) There is inadequate evidence to support the
division of the genus Borrelia. Int. J. Syst. Evol. Microbiol. doi:
10.1099/ijsem.0.001717). Int J Syst Evol Microbiol 67: 2058–2067,
doi:10.1099/ijsem.0.001815.
Barbour AG, Bunikis J, Travinsky B, Hoen AG, Diuk-Wasser MA, Fish D,
Tsao JI (2009) Niche Partitioning of Borrelia burgdorferi and Borrelia
miyamotoi in the Same Tick Vector and Mammalian Reservoir
Species. Am J Trop Med Hyg 81: 1120–1131, doi:10.4269/ajtmh.
2009.09-0208.
Barbour AG, Maupin GO, Teltow GJ, Carter CJ, Piesman J (1996)
Identification of an Uncultivable Borrelia Species in the Hard Tick
Amblyomma americanum: Possible Agent of a Lyme Disease-like
Illness. J Infect Dis 173: 403–409, doi:10.1093/infdis/173.2.403.
Battaly GR, Fish D, Dowler RC (1987) The seasonal occurrence of
Ixodes dammini and Ixodes dentatus (Acari: Ixodidae) on birds in a
Lyme disease endemic area of southeastern New York State. J N Y
Entomol Soc 461–468.
Belozerov, V.N. (1985) Diapause, its role in the life cycle, mechanism. In
Taiga Tick Ixodes Persulcatus: Morphology, Systematics, Ecology,
Medical Importance, (Leningrad), pp. 214–219.
Berger KA, Ginsberg HS, Dugas KD, Hamel LH, Mather TN (2014)
Adverse moisture events predict seasonal abundance of Lyme
disease vector ticks (Ixodes scapularis). Parasit Vector 7: 181.
Bhide MR, Travnicek M, Levkutova M, Curlik J, Revajova V, Levkut M
(2005) Sensitivity of Borrelia genospecies to serum complement from
different animals and human: a host—pathogen relationship. FEMS
Immunol Med Microbiol 43: 165–172, doi:10.1016/j.femsim.
2004.07.012.
Birkhaug K (1942) Otto H. F. Obermeier. In A Symposium on Relapsing
Fever in the Americas, (Washington: American Association for the
Advancement of Science), pp. 5–9.
Bowman D, Little SE, Lorentzen L, Shields J, Sullivan MP, Carlin EP
(2009) Prevalence and geographic distribution of Dirofilaria immitis,
Borrelia burgdorferi, Ehrlichia canis, and Anaplasma phagocytophilum
in dogs in the United States: Results of a national clinic-based
serologic survey. Vet Parasitol 160: 138–148, doi:10.1016/j.vetpar.
2008.10.093.
Breuner NE, Hojgaard A, Replogle AJ, Boegler KA, Eisen L (2018)
Transmission of the relapsing fever spirochete, Borrelia miyamotoi, by
single transovarially-infected larval Ixodes scapularis ticks. Ticks TickBorne Dis 9: 1464–1467, doi:10.1016/j.ttbdis.2018.07.006.
Breunig K (2003) Changes in Land Use and Their Impact on Habitat,
Biodiversity, and Ecosystem Services in Massachusetts.

Brisson D, Dykhuizen DE, Ostfeld RS (2008) Conspicuous impacts of
inconspicuous hosts on the Lyme disease epidemic. Proc R Soc B
Biol Sci 275: 227–235, doi:10.1098/rspb.2007.1208.
Brooks RT, Nislow KH, Lowe WH, Wilson MK, King DI (2012) Forest
succession and terrestrial-aquatic biodiversity in small forested
watersheds: a review of principles, relationships and implications for
management. Forestry 85: 315–328, doi:10.1093/forestry/cps031.
Brown RN, Lane RS (1992) Lyme disease in California: a novel enzootic
transmission cycle of Borrelia burgdorferi. Science 256: 1439–1442,
doi:10.1126/science.1604318.
Brunet LR, Sellitto C, Spielman A, Telford SR (1995a) Antibody
response of the mouse reservoir of Borrelia burgdorferi in nature.
Infect Immun 63: 3030–3036.
Brunet LR, Spielman A, Iii SRT (1995b) Short Report: Density of Lyme
Disease Spirochetes within Deer Ticks Collected from Zoonotic Sites.
Am J Trop Med Hyg 53: 300–302, doi:10.4269/ajtmh.1995.53.300.
Brunner JL, LoGiudice K, Ostfeld RS (2008) Estimating Reservoir
Competence of Borrelia burgdorferi; Hosts: Prevalence and Infectivity,
Sensitivity, and Specificity. J Med Entomol 45: 139–147, doi:
10.1603/0022-2585(2008)45[139:ERCOBB]2.0.CO;2.
Buchthal J, Evans SW, Lunshof J, Telford SR, Esvelt KM (2019) Mice
Against Ticks: an experimental community-guided effort to prevent
tick-borne disease by altering the shared environment. Philos Trans R
Soc B-Biol Sci 374: 20180105, doi:10.1098/rstb.2018.0105.
Burgdorfer W, Barbour A, Hayes SF, Benach JL, Grunwaldt E, Davis JP
(1982) Lyme disease-a tick-borne spirochetosis? | Science http://
science.sciencemag.org/content/216/4552/1317.full.pdf+html
(accessed: 07/07/2016).
Burkot TR, Patrican L, Piesman J (1994) Field trial of an outer surface
protein A (OspA) antigen-capture enzyme-linked immunosorbent
assay (ELISA) to detect Borrelia burgdorferi in Ixodes scapularis. Am
J Trop Med Hyg 50: 354–358, doi:10.4269/ajtmh.1994.50.354.
Burri C, Schumann O, Schumann C, Gern L (2014) Are Apodemus spp.
mice and Myodes glareolus reservoirs for Borrelia miyamotoi,
Candidatus Neoehrlichia mikurensis, Rickettsia helvetica, R.
monacensis and Anaplasma phagocytophilum? Ticks Tick-Borne Dis
5: 245–251, doi:10.1016/j.ttbdis.2013.11.007.
Burtis JC, Yavitt JB, Fahey TJ, Ostfeld RS (2019) Ticks as Soil-Dwelling
Arthropods: An Intersection Between Disease and Soil Ecology. J
Med Entomol 56: 1555–1564, doi:10.1093/jme/tjz116.
Buxton P (1946) The Louse. An Account of the Lice Which Infest Man,
Their Medical Importance and Control (Baltimore: Williams & Wilkins).
Cadenas FM, Rais O, Humair P-F, Douet V, Moret J, Gern L (2007)
Identification of host bloodmeal source and Borrelia burgdorferi sensu
lato in field-collected Ixodes ricinus ticks in Chaumont (Switzerland). J
Med Entomol 44: 1109–1117.
Callow LL (1967) Observations on tick-transmitted spirochaetes of cattle
in Australia and South Africa. Br Vet J 123: 492–497, doi:10.1016/
s0007-1935(17)39704-x.
Camicas J-L, Hervy J-P, Adam F, Morel PC (1998) The ticks of the world
(Acarida, Ixodida): nomenclature, described stages, hosts, distribution
(including new species described before 1/01/96).
Campbell GL, Paul WS, Schriefer ME, Craven RB, Robbins KE, Dennis
DT (1995) Epidemiologic and Diagnostic Studies of Patients with
Suspected Early Lyme Disease, Missouri, 1990–1993. J Infect Dis
172: 470–480, doi:10.1093/infdis/172.2.470.
Cayol C, Giermek A, Gomez-Chamorro A, Hytönen J, Kallio ER, Mappes
T, Salo J, Voordouw MJ, Koskela E (2018) Borrelia afzelii alters
reproductive success in a rodent host. Proc R Soc B Biol Sci 285:
20181056, doi:10.1098/rspb.2018.1056.
Chambert T, Staszewski V, Lobato E, Choquet R, Carrie C, McCoy KD,
Tveraa T, Boulinier T (2012) Exposure of black-legged kittiwakes to
Lyme disease spirochetes: dynamics of the immune status of adult
hosts and effects on their survival: Exposure and effects of Borrelia

297

Perpetuation of Borreliae

Telford and Goethert

on kittiwakes. J Anim Ecol 81: 986–995, doi:10.1111/j.
1365-2656.2012.01979.x.
Chao L-L, Wu W-J, Shih C-M (2010) Molecular detection of Borrelia
valaisiana-related spirochetes from Ixodes granulatus ticks in Taiwan.
Exp Appl Acarol 52: 393–407, doi:10.1007/s10493-010-9372-x.
Charrier NP, Hermouet A, Hervet C, Agoulon A, Barker SC, Heylen D,
Toty C, McCoy KD, Plantard O, Rispe C (2019) A transcriptomebased phylogenetic study of hard ticks (Ixodidae). Sci Rep 9: 12923,
doi:10.1038/s41598-019-49641-9.
Chen Z, Yang X, Bu F, Yang X, Yang X, Liu J (2010) Ticks (acari:
ixodoidea: argasidae, ixodidae) of China. Exp Appl Acarol 51: 393–
404, doi:10.1007/s10493-010-9335-2.
Chinzei Y, Minoura H (1988) Reduced Oviposition in Ornithodoros
moubata (Acari: Argasidae) Fed on Tick-Sensitized and VitellinImmunized Rabbits. J Med Entomol 25: 26–31, doi:10.1093/jmedent/
25.1.26.
Chu C-Y, Liu W, Jiang B-G, Wang D-M, Jiang W-J, Zhao Q-M, Zhang PH, Wang Z-X, Tang G-P, Yang H, Cao W-C (2008) Novel
Genospecies of Borrelia burgdorferi Sensu Lato from Rodents and
Ticks in Southwestern China. J Clin Microbiol 46: 3130–3133, doi:
10.1128/JCM.01195-08.
Clark K, Hendricks A, Burge D (2005) Molecular Identification and
Analysis of Borrelia burgdorferi Sensu Lato in Lizards in the
Southeastern United States. Appl Environ Microbiol 71: 2616–2625,
doi:10.1128/AEM.71.5.2616-2625.2005.
Clover JR, Lane RS (1995) Evidence implicating nymphal Ixodes
pacificus (Acari: ixodidae) in the epidemiology of Lyme disease in
California. Am J Trop Med Hyg 53: 237–240, doi:10.4269/ajtmh.
1995.53.237.
Coipan EC, Jahfari S, Fonville M, Maassen CB, van der Giessen J,
Takken W, Takumi K, Sprong H (2013) Spatiotemporal dynamics of
emerging pathogens in questing Ixodes ricinus. Front Cell Infect
Microbiol 3: doi:10.3389/fcimb.2013.00036.
Collatz J, Selzer P, Fuhrmann A, Oehme RM, Mackenstedt U, Kahl O,
Steidle JLM (2011) A hidden beneficial: biology of the tick-wasp
Ixodiphagus hookeri in Germany. J Appl Entomol 135: 351–358, doi:
10.1111/j.1439-0418.2010.01560.x.
Collini M, Albonico F, Hauffe HC, Mortarino M (2015) Identifying the last
bloodmeal of questing sheep tick nymphs (Ixodes ricinus L.) using
high resolution melting analysis. Vet Parasitol 210: 194–205, doi:
10.1016/j.vetpar.2015.04.007.
Collini M, Albonico F, Rosà R, Tagliapietra V, Arnoldi D, Conterno L,
Rossi C, Mortarino M, Rizzoli A, Hauffe HC (2016) Identification of
Ixodes ricinus blood meals using an automated protocol with high
resolution melting analysis (HRMA) reveals the importance of
domestic dogs as larval tick hosts in Italian alpine forests. Parasit
Vectors 9: doi:10.1186/s13071-016-1901-y.
Cronon W (1983) Changes in the Land (New York: Hill and Wang).
Crowder CD, Carolan HE, Rounds MA, Honig V, Mothes B, Haag H,
Nolte O, Luft BJ, Grubhoffer L, Ecker DJ, Schutzer SE, Eshoo MW
(2014) Prevalence of Borrelia miyamotoi in Ixodes Ticks in Europe
and the United States. Emerg Infect Dis 20: doi:10.3201/
eid2010.131583.
Cunliffe N, Nuttall GHF (1921) Some Observations on the Biology and
Structure of Ornithodorus moubata, Murray. Together with a Note on
the External Characters which serve to differentiate the Sexes.
Parasitology 13: 327–347, doi:10.1017/S0031182000012555.
Daniel M, Malý M, Danielová V, Kříž B, Nuttall P (2015) Abiotic
predictors and annual seasonal dynamics of Ixodes ricinus, the major
disease vector of Central Europe. Parasit Vectors 8: doi:10.1186/
s13071-015-1092-y.
Davidar P, Wilson M, Ribeiro JM (1989) Differential distribution of
immature Ixodes dammini (Acari: Ixodidae) on rodent hosts. J
Parasitol 75: 898–904.

Davis G (1942) Species unity or plurality of the relapsing fever
Spirochetes. Publ Am Assoc Adv Sci 18: 41–47.
Davis GE (1951) Parthenogenesis in the argasid tick Ornithodoros
moubata (Murray, 1877). J Parasitol 37: 99–101.
Derdáková M, Dudiòák V, Brei B, Brownstein JS, Schwartz I, Fish D
(2004) Interaction and transmission of two Borrelia burgdorferi sensu
stricto strains in a tick-rodent maintenance system. Appl Environ
Microbiol 70: 6783–6788, doi:10.1128/AEM.70.11.6783-6788.2004.
Dibernardo A, Cote T, Ogden NH, Lindsay LR (2014) The prevalence of
Borrelia miyamotoi infection, and co-infections with other Borrelia spp.
in Ixodes scapularis ticks collected in Canada. Parasit Vectors 7: 183,
doi:10.1186/1756-3305-7-183.
Dinnis RE, Seelig F, Bormane A, Donaghy M, Vollmer SA, Feil EJ,
Kurtenbach K, Margos G (2014) Multilocus sequence typing using
mitochondrial genes (mtMLST) reveals geographic population
structure of Ixodes ricinus ticks. Ticks Tick-Borne Dis 5: 152–160, doi:
10.1016/j.ttbdis.2013.10.001.
Dolan MC, Maupin GO, Panella NA, Golde WT, Piesman J (1997)
Vector competence of Ixodes scapularis, I. spinipalpis, and
Dermacentor andersoni (Acari:Ixodidae) in transmitting Borrelia
burgdorferi, the etiologic agent of Lyme disease. J Med Entomol 34:
128–135, doi:10.1093/jmedent/34.2.128.
Donahue J, Piesman J, Spielman A (1987) Reservoir competence of
white-footed mice for Lyme disease spirochetes. Am J Trop Med Hyg
36: 92–96.
Donaldson TG, León AAP de, Li AI, Castro-Arellano I, Wozniak E, Boyle
WK, Hargrove R, Wilder HK, Kim HJ, Teel PD, Lopez JE (2016)
Assessment of the Geographic Distribution of Ornithodoros turicata
(Argasidae): Climate Variation and Host Diversity. PLoS Negl Trop Dis
10: e0004383, doi:10.1371/journal.pntd.0004383.
van Duijvendijk G, Coipan C, Wagemakers A, Fonville M, Ersöz J, Oei
A, Földvári G, Hovius J, Takken W, Sprong H (2016) Larvae of Ixodes
ricinus transmit Borrelia afzelii and B. miyamotoi to vertebrate hosts.
Parasit Vectors 9: doi:10.1186/s13071-016-1389-5.
Dunn JM, Krause PJ, Davis S, Vannier EG, Fitzpatrick MC, Rollend L,
Belperron AA, States SL, Stacey A, Bockenstedt LK, Fish D, DiukWasser MA (2014) Borrelia burgdorferi Promotes the Establishment
of Babesia microti in the Northeastern United States. PLoS ONE 9:
e115494, doi:10.1371/journal.pone.0115494.
Dupraz M, Toty C, Devillers E, Blanchon T, Elguero E, Vittecoq M,
Moutailler S, McCoy KD (2017) Population structure of the soft tick
Ornithodoros maritimus and its associated infectious agents within a
colony of its seabird host Larus michahellis. Int J Parasitol Parasites
Wildl 6: 122–130, doi:10.1016/j.ijppaw.2017.05.001.
Durand J, Herrmann C, Genné D, Sarr A, Gern L, Voordouw MJ (2017)
Multistrain Infections with Lyme Borreliosis Pathogens in the Tick
Vector. Appl Environ Microbiol 83: doi:10.1128/AEM.02552-16.
Ehrmann S, Liira J, Gärtner S, Hansen K, Brunet J, Cousins SAO,
Deconchat M, Decocq G, De Frenne P, De Smedt P, Diekmann M,
Gallet-Moron E, Kolb A, Lenoir J, Lindgren J, Naaf T, Paal T, Valdés
A, Verheyen K, Wulf M, Scherer-Lorenzen M (2017) Environmental
drivers of Ixodes ricinus abundance in forest fragments of rural
European landscapes. BMC Ecol 17: 31, doi:10.1186/
s12898-017-0141-0.
Eisen L, Eisen RJ (2016) Critical Evaluation of the Linkage Between
Tick-Based Risk Measures and the Occurrence of Lyme Disease
Cases. J Med Entomol 53: 1050–1062, doi:10.1093/jme/tjw092.
Eisen RJ, Eisen L, Beard CB (2016) County-Scale Distribution of Ixodes
scapularis and Ixodes pacificus (Acari: Ixodidae) in the Continental
United States. J Med Entomol 53: 349–386, doi:10.1093/jme/tjv237.
Elbir H, Abi-Rached L, Pontarotti P, Yoosuf N, Drancourt M (2014)
African Relapsing Fever Borreliae Genomospecies Revealed by
Comparative Genomics. Front Public Health 2: doi:10.3389/fpubh.
2014.00043.

298

Perpetuation of Borreliae

Telford and Goethert

Estrada-Peña A, Nava S, Petney T (2014) Description of all the stages
of Ixodes inopinatus n. sp. (Acari: Ixodidae). Ticks Tick-Borne Dis 5:
734–743, doi:10.1016/j.ttbdis.2014.05.003.
Estrada-Peña A, Osácar JJ, Pichon B, Gray JS (2005) Hosts and
Pathogen Detection for Immature Stages of Ixodes ricinus (Acari:
Ixodidae) in North-Central Spain. Exp Appl Acarol 37: 257–268, doi:
10.1007/s10493-005-3271-6.
Fairchild, G.B., Kohls GM, Tipton VJ (1966) The ticks of Panama. In
Ectoparasites of Panama, (Chicago: Field Museum of Natural
History), pp. 167–219.
Fedorova N, Kleinjan JE, James D, Hui LT, Peeters H, Lane RS (2014)
Remarkable diversity of tick or mammalian-associated Borreliae in
the metropolitan San Francisco Bay Area, California. Ticks Tick-Borne
Dis 5: 951–961, doi:10.1016/j.ttbdis.2014.07.015.
Felsenfeld O (1965) Borreliae, Human Relapsing Fever, and ParasiteVector-Host Relationships. Bacteriol Rev 29: 46–74.
Felsenfeld O (1971) Borrelia. Strains, vectors, human and animal
borreliosis. (St. Louis).
Fomenko NV, Livanova NN, Borgoyakov VYu, Kozlova IV, Shulaykina IV,
Pukhovskaya NM, Tokarevich NK, Livanov SG, Doroschenko EK,
Ivanov LI (2010) Detection of Borrelia miyamotoi in Ixodes
persulcatus ticks in Russia. Entomol Rev 90: 1088–1094, doi:
10.1134/S0013873810080129.
Foppa IM, Krause PJ, Spielman A, Goethert H, Gern L, Brand B, Telford
SR (2002) Entomologic and Serologic Evidence of Zoonotic
Transmission of Babesia microti, Eastern Switzerland. Emerg Infect
Dis 8: 722–726, doi:10.3201/eid0807.010459.
Foster DR, Motzkin G, Slater B (1998) Land-Use History as Long-Term
Broad-Scale Disturbance: Regional Forest Dynamics in Central New
England. Ecosystems 1: 96–119, doi:10.1007/s100219900008.
Francis E (1942) The longevity of fasting and non-fasting Ornithodoros
turicata and the survival of Spirochaeta obermeieri within them. In N A
Symposium on Relapsing Fever in the Americas, (Washington, DC:
American Association for the Advancement of Science), pp. 85–88.
Fryxell RTT, Steelman CD, Szalanski AL, Kvamme KL, Billingsley PM,
Williamson PC (2012) Survey of Borreliae in ticks, canines, and
white-tailed deer from Arkansas, U.S.A. Parasit Vectors 5: 139, doi:
10.1186/1756-3305-5-139.
Fukunaga M, Takahashi Y, Tsuruta Y, Matsushita O, Ralph D,
McClelland M, Nakao M (1995) Genetic and phenotypic analysis of
Borrelia miyamotoi sp. nov., isolated from the ixodid tick Ixodes
persulcatus, the vector for Lyme disease in Japan. Int J Syst Bacteriol
45: 804–810, doi:10.1099/00207713-45-4-804.
Garcia R (1963) Studies on the ecology of Ornithodoros coriaceus Koch
(Acarina: Argasidae). Univercity of California.
Garrett-Jones C (1964) The human blood index of malaria vectors in
relation to epidemiological assessment. Bull World Health Organ 30:
241–261.
Gassner F, Verbaarschot P, Smallegange RC, Spitzen J, Wieren SEV,
Takken W (2008) Variations in Ixodes ricinus Density and Borrelia
Infections Associated with Cattle Introduced into a Woodland in The
Netherlands. Appl Environ Microbiol 74: 7138–7144, doi:10.1128/
AEM.00310-08.
Geigy R (1968a) Relapsing Fevers. In Infectious Blood Diseases of Man
and Animals, (New York: Academic Press), pp. 175–216.
Geigy R (1968b) Relapsing fevers. Infectious blood of man and animals
(New York: Academic Press).
Geigy R, Aeschlimann A (1964) [Long-term observations on the
transovarian transmission of Borrelia duttoni by Ornithodorus
moubata]. Acta Trop 21: 87–91.
Genné D, Sarr A, Gomez-Chamorro A, Durand J, Cayol C, Rais O,
Voordouw MJ (2018) Competition between strains of Borrelia afzelii
inside the rodent host and the tick vector. Proc R Soc B Biol Sci 285:
doi:10.1098/rspb.2018.1804.

Genné D, Sarr A, Rais O, Voordouw MJ (2019) Competition Between
Strains of Borrelia afzelii in Immature Ixodes ricinus Ticks Is Not
Affected by Season. Front Cell Infect Microbiol 9: doi:10.3389/fcimb.
2019.00431.
Gern L, Rouvinez E, Toutoungi LN, Godfroid E (1997) Transmission
cycles of Borrelia burgdorferi sensu lato involving Ixodes ricinus and/
or I. hexagonus ticks and the European hedgehog. Erinaceus
europaeus, in suburban and urban areas in Switzerland. Folia
Parasitol (Praha) 44: 309–314.
Ginsberg HS, Albert M, Acevedo L, Dyer MC, Arsnoe IM, Tsao JI,
Mather TN, LeBrun RA (2017) Environmental Factors Affecting
Survival of Immature Ixodes scapularis and Implications for
Geographical Distribution of Lyme Disease: The Climate/Behavior
Hypothesis. PLOS ONE 12: e0168723, doi:10.1371/journal.pone.
0168723.
Ginsberg HS, Ewing CP (1989) Comparison of flagging, walking,
trapping, and collecting from hosts as sampling methods for northern
deer ticks,Ixodes dammini, and lone-star ticks,Amblyomma
americanum (Acari: Ixodidae). Exp Appl Acarol 7: 313–322, doi:
10.1007/BF01197925.
Glass GE, Amerasinghe FP, Morgan JM, Scott TW (1994) Predicting
Ixodes scapularis abundance on white-tailed deer using geographic
information systems. Am J Trop Med Hyg 51: 538–544, doi:10.4269/
ajtmh.1994.51.538.
Goddard J, Piesman J (2006) New records of immature Ixodes
scapularis from Mississippi. J Vector Ecol J Soc Vector Ecol 31: 421–
422, doi:10.3376/1081-1710(2006)31[421:nroiis]2.0.co;2.
Goethert HK, Cook JA, Lance EW, Telford SR (2006) Fay and rausch
1969 revisited: babesia microti in alaskan small mammals. J Parasitol
92: 826–831, doi:10.1645/GE-584R.1.
Goethert HK, Mather TN, Buchthal J, Telford III S (submitted) Bloodmeal
analysis of nymphal deer ticks demonstrates spatiotemporal diversity
of Borrelia and Babesia reservoirs. Appl Environ Microbiol.
Goethert HK, Telford SR (2009) Nonrandom Distribution of Vector Ticks
(Dermacentor variabilis) Infected by Francisella tularensis. PLoS
Pathog 5: e1000319, doi:10.1371/journal.ppat.1000319.
Goldstein V, Boulanger N, Schwartz D, George J-C, Ertlen D, Zilliox L,
Schaeffer M, Jaulhac B (2018) Factors responsible for Ixodes ricinus
nymph abundance: Are soil features indicators of tick abundance in a
French region where Lyme borreliosis is endemic? Ticks Tick-Borne
Dis 9: 938–944, doi:10.1016/j.ttbdis.2018.03.013.
Gould SJ, Lewontin RC (1979) The Spandrels of San Marco and the
Panglossian Paradigm: A Critique of the Adaptationist Programme.
Proc R Soc Lond B Biol Sci 205: 581–598, doi:10.1098/rspb.
1979.0086.
Gray JS (1984) Studies on the dynamics of active populations of the
sheep tick, Ixodes ricinus L. in Co. Wicklow, Ireland. Acarologia 25:
167–178.
Gulia-Nuss M, Nuss AB, Meyer JM, Sonenshine DE, Roe RM,
Waterhouse RM, Sattelle DB, de la Fuente J, Ribeiro JM, Megy K,
Thimmapuram J, Miller JR, Walenz BP, Koren S, Hostetler JB,
Thiagarajan M, Joardar VS, Hannick LI, Bidwell S, Hammond MP,
Young S, Zeng Q, Abrudan JL, Almeida FC, Ayllón N, Bhide K,
Bissinger BW, Bonzon-Kulichenko E, Buckingham SD, Caffrey DR,
Caimano MJ, Croset V, Driscoll T, Gilbert D, Gillespie JJ, GiraldoCalderón GI, Grabowski JM, Jiang D, Khalil SMS, Kim D, Kocan KM,
Koči J, Kuhn RJ, Kurtti TJ, Lees K, Lang EG, Kennedy RC, Kwon H,
Perera R, Qi Y, Radolf JD, Sakamoto JM, Sánchez-Gracia A, Severo
MS, Silverman N, Šimo L, Tojo M, Tornador C, Van Zee JP, Vázquez
J, Vieira FG, Villar M, Wespiser AR, Yang Y, Zhu J, Arensburger P,
Pietrantonio PV, Barker SC, Shao R, Zdobnov EM, Hauser F,
Grimmelikhuijzen CJP, Park Y, Rozas J, Benton R, Pedra JHF, Nelson
DR, Unger MF, Tubio JMC, Tu Z, Robertson HM, Shumway M, Sutton
G, Wortman JR, Lawson D, Wikel SK, Nene VM, Fraser CM, Collins
FH, Birren B, Nelson KE, Caler E, Hill CA (2016) Genomic insights

299

Perpetuation of Borreliae

Telford and Goethert

into the Ixodes scapularis tick vector of Lyme disease. Nat Commun
7: 10507, doi:10.1038/ncomms10507.
Gupta RS (2019) Distinction between Borrelia and Borreliella is more
robustly supported by molecular and phenotypic characteristics than
all other neighbouring prokaryotic genera: Response to Margos’ et al.
‘The genus Borrelia reloaded’ (PLoS ONE 13(12): e0208432). PLOS
ONE 14: e0221397, doi:10.1371/journal.pone.0221397.
Gylfe Å, Bergström S, Lundstróm J, Olsen B (2000) Reactivation of
Borrelia infection in birds. Nature 403: 724–725, doi:
10.1038/35001663.
Hair JA, Bowman JL (1986) Behavioral ecology of Amblyomma
americanum. In Morphology, Physiology, and Behavioral Biology of
Ticks, (Chichester, West Sussex, England: E. Horwood; New York:
Halsted Press), pp. 406–427.
Hamer SA, Hickling GJ, Keith R, Sidge JL, Walker ED, Tsao JI (2012)
Associations of passerine birds, rabbits, and ticks with Borrelia
miyamotoi and Borrelia andersonii in Michigan, USA. Parasit Vectors
5: 231.
Hamšíková Svitálková Z, Coipan E, Mahríková L, Minichová Berthová L,
Sprong H, Kazimirova M (2017) Borrelia miyamotoi and Co-Infection
with Borrelia afzelii in Ixodes ricinus Ticks and Rodents from Slovakia.
Microb Ecol 73: 1000–1008, doi:10.1007/s00248-016-0918-2.
Han S, Hickling GJ, Tsao JI (2016) High Prevalence of Borrelia
miyamotoi among Adult Blacklegged Ticks from White-Tailed Deer.
Emerg Infect Dis 22: 316–318, doi:10.3201/eid2202.151218.
Han S, Lubelczyk C, Hicklingg GJ, Belperron AA, Bockenstedt LK, Tsao
J (2019) Vertical transmission rates of Borrelia miyamotoi in Ixodes
scapularis collected from white-tailed deer. Ticks Tick-Borne Dis 10:
682–689, doi:10.1016/j.ttbdis.2019.02.014.
Hartemink NA, Randolph SE, Davis SA, Heesterbeek JAP (2008) The
Basic Reproduction Number for Complex Disease Systems: Defining
R0 for Tick-Borne Infections. Am Nat 171: 743–754, doi:
10.1086/587530.
Hauck D, Springer A, Pachnicke S, Schunack B, Fingerle V, Strube C
(2019) Ixodes inopinatus in northern Germany: occurrence and
potential vector role for Borrelia spp., Rickettsia spp., and Anaplasma
phagocytophilum in comparison with Ixodes ricinus. Parasitol Res
118: 3205–3216, doi:10.1007/s00436-019-06506-4.
Hauser G, Rais O, Morán Cadenas F, Gonseth Y, Bouzelboudjen M,
Gern L (2018) Influence of climatic factors on Ixodes ricinus nymph
abundance and phenology over a long-term monthly observation in
Switzerland (2000–2014). Parasites Amp Vectors 11: 289, doi:
10.1186/s13071-018-2876-7.
Heglasová I, Rudenko N, Golovchenko M, Zubriková D, Miklisová D,
Stanko M (2020) Ticks, fleas and rodent-hosts analyzed for the
presence of Borrelia miyamotoi in Slovakia: the first record of Borrelia
miyamotoi in a Haemaphysalis inermis tick. Ticks Tick-Borne Dis 11:
101456,doi:10.1016/j.ttbdis.2020.101456.
Heisch RB, Garnham PCC (1948) The transmission of Spirochaeta
duttoni Novy & Knapp by Pediculus humanus corporis de Geer.
Parasitology 38: 247–252, doi:10.1017/s0031182000023192.
Heisch RB, Grainger WE (1950) On the Occurrence of Ornithodoros
Moubata Murray in Burrows. Ann Trop Med Parasitol 44: 153–155,
doi:10.1080/00034983.1950.11685437.
Heisch RB, Sparrow H, Harvey A (1960) Behaviour of Sp. recurrentis
Lebert in lice. Bull Soc Pathol Exot 53: 140–143.
Herms WB (1916) The Pajaroello Tick (Ornithodorous coriaceus Kock)
with special reference to life history and biting habits. J Parasitol 2:
137–142.
Herms WB, Wheeler CM (1935) Tick Transmission of California
Relapsing Fever. J Econ Entomol 28: 846–855, doi:10.1093/jee/
28.6.846.
Herrmann C, Gern L (2010) Survival of Ixodes ricinus (Acari: Ixodidae)
Under Challenging Conditions of Temperature and Humidity Is

Influenced by Borrelia burgdorferi sensu lato Infection. J Med Entomol
47: 1196–1204, doi:10.1603/ME10111.
Hess AD, Haves RO, Tempelis CH (1968) The use of the forage ratio
technique in mosquito host preference studies. Mosq News 28:.
Heylen D, Fonville M, van Leeuwen AD, Stroo A, Duisterwinkel M, van
Wieren S, Diuk-Wasser M, de Bruin A, Sprong H (2017) Pathogen
communities of songbird-derived ticks in Europe’s low countries.
Parasit Vectors 10: 497, doi:10.1186/s13071-017-2423-y.
Heylen D, Sprong H, Oers K van, Fonville M, Leirs H, Matthysen E
(2014) Are the specialized bird ticks, Ixodes arboricola and I. frontalis,
competent vectors for Borrelia burgdorferi sensu lato? Environ
Microbiol 16: 1081–1089, doi:10.1111/1462-2920.12332.
Hofmeester TR, Coipan EC, Wieren SE van, Prins HHT, Takken W,
Sprong H (2016) Few vertebrate species dominate theBorrelia
burgdorferis.l. life cycle. Environ Res Lett 11: 043001, doi:
10.1088/1748-9326/11/4/043001.
Honig V, Carolan HE, Vavruskova Z, Massire C, Mosel MR, Crowder
CD, Rounds MA, Ecker DJ, Ruzek D, Grubhoffer L, Luft BJ, Eshoo
MW (2017) Broad-range survey of vector-borne pathogens and tick
host identification of Ixodes ricinus from Southern Czech Republic.
FEMS Microbiol Ecol 93: doi:10.1093/femsec/fix129.
Hoogstraal H (1956) Ticks of the Sudan. In African Ixodoidea Vol.1,
(Washington, DC: Departiment of Navy, Bureau of Medical Surgery),
p.
Hooker W, Bishop F, Wood H (1912) The life history of some North
American ticks. In Bull. Bur. Entomol, (USDA), pp. 1–239.
Houhamdi L, Raoult D (2005) Excretion of Living Borrelia recurrentis in
Feces of Infected Human Body Lice. J Infect Dis 191: 1898–1906,
doi:10.1086/429920.
Hovind-Hougen K (1984) Ultrastructure of spirochetes isolated from
Ixodes ricinus and Ixodes dammini. Yale J Biol Med 57: 543–548.
Hu R, Hyland KE, Mather TN (1993) Occurrence and Distribution in
Rhode Island of Hunterellus hookeri (Hymenoptera: Encyrtidae), a
Wasp Parasitoid of Ixodes dammini. J Med Entomol 30: 277–280, doi:
10.1093/jmedent/30.1.277.
Huggins JG, Gee KL (1995) Efficiency and Selectivity of Cage Trap Sets
for Gray and Fox Squirrels. Wildl Soc Bull 1973-2006 23: 204–207.
Humair P-F, Douet V, Cadenas FM, Schouls LM, Van De Pol I, Gern L
(2007) Molecular identification of bloodmeal source in Ixodes ricinus
ticks using 12S rDNA as a genetic marker. J Med Entomol 44: 869–
880.
Humair P-F, Gern L (1998) Relationship between Borrelia burgdorferi
sensu lato species, red squirrels (Sciurus vulgaris) and Ixodes ricinus
in enzootic areas in Switzerland. Acta Trop 69: 213–227, doi:10.1016/
S0001-706X(97)00126-5.
Ivanova LB, Tomova A, González-Acuña D, Murúa R, Moreno CX,
Hernández C, Cabello J, Cabello C, Daniels TJ, Godfrey HP, Cabello
FC (2014) Borrelia chilensis, a new member of the Borrelia
burgdorferi sensu lato complex that extends the range of this
genospecies in the Southern Hemisphere. Environ Microbiol 16:
1069–1080, doi:10.1111/1462-2920.12310.
Iwabu-Itoh Y, Bazartseren B, Naranbaatar O, Yondonjamts E, Furuno K,
Lee K, Sato K, Kawabata H, Takada N, Andoh M, Kajita H, Oikawa Y,
Nakao M, Ohnishi M, Watarai M, Shimoda H, Maeda K, Takano A
(2017) Tick surveillance for Borrelia miyamotoi and phylogenetic
analysis of isolates in Mongolia and Japan. Ticks Tick-Borne Dis 8:
850–857, doi:10.1016/j.ttbdis.2017.06.011.
Jacobs MB, Purcell JE, Philipp MT (2003) Ixodes scapularis ticks (Acari:
Ixodidae) from Louisiana are competent to transmit Borrelia
burgdorferi, the agent of Lyme borreliosis. J Med Entomol 40: 964–
967, doi:10.1603/0022-2585-40.6.964.
Jaenson TGT, Värv K, Fröjdman I, Jääskeläinen A, Rundgren K,
Versteirt V, Estrada-Peña A, Medlock JM, Golovljova I (2016) First
evidence of established populations of the taiga tick Ixodes

300

Perpetuation of Borreliae

Telford and Goethert

persulcatus (Acari: Ixodidae) in Sweden. Parasit Vectors 9: 377, doi:
10.1186/s13071-016-1658-3.
Jahfari S, Ruyts SC, Frazer-Mendelewska E, Jaarsma R, Verheyen K,
Sprong H (2017) Melting pot of tick-borne zoonoses: the European
hedgehog contributes to the maintenance of various tick-borne
diseases in natural cycles urban and suburban areas. Parasit Vectors
10: doi:10.1186/s13071-017-2065-0.
Jiang B (2018) Borrelia miyamotoi Infections in Humans and Ticks,
Northeastern China - Volume 24, Number 2—February 2018 Emerging Infectious Disease journal - CDC. Emerg Infect Dis 24: doi:
10.3201/eid2402.160378.
Johns R, Ohnishi J, Broadwater A, Sonenshine DE, De Silva AM, Hynes
WL (2001) Contrasts in Tick Innate Immune Responses to Borrelia
burgdorferi Challenge: Immunotolerance in Ixodes scapularis Versus
Immunocompetence in Dermacentor variabilis (Acari: Ixodidae). J
Med Entomol 38: 99–107, doi:10.1603/0022-2585-38.1.99.
Johnson RC, Burgdorfer W, Lane RS, Barbour AG, Hayes SF, Hyde FW
(1987) Borrelia coriaceae sp. nov.: Putative Agent of Epizootic Bovine
Abortion. Int J Syst Bacteriol 37: 72–74.
Jones LD, Davies CR, Steele GM, Nuttall PA (1987) A novel mode of
arbovirus transmission involving a nonviremic host. Science 237:
775–777, doi:10.1126/science.3616608.
de Jong J, Wilkinson RJ, Schaeffers P, Sondorp HE, Davidson RN
(1995) Louse-borne relapsing fever in southern Sudan. Trans R Soc
Trop Med Hyg 89: 621–621, doi:10.1016/0035-9203(95)90414-X.
Jordan BE, Onks KR, Hamilton SW, Hayslette SE, Wright SM (2009)
Detection of Borrelia burgdorferi and Borrelia lonestari in birds in
Tennessee. J Med Entomol 46: 131–138, doi:10.1603/033.046.0117.
Kain DE, Sperling FAH, Daly HV, Lane RS (1999) Mitochondrial DNA
sequence variation in Ixodes pacificus (Acari: Ixodidae). Heredity 83:
378–386, doi:10.1038/sj.hdy.6886110.
Kern A, Collin E, Barthel C, Michel C, Jaulhac B, Boulanger N (2011)
Tick Saliva Represses Innate Immunity and Cutaneous Inflammation
in a Murine Model of Lyme Disease. Vector-Borne Zoonotic Dis 11:
1343–1350, doi:10.1089/vbz.2010.0197.
Khan MN, Khan LA, Mahmood S, Qudoos A (2001) Argas persicus
infestation: prevalence and economic significance in poultry. Pak 1
Agri Sei 38: 3–4.
Kilpatrick HJ, LaBonte AM (2007) Managing urban deer in Connecticut:
A guide for residents and communities. Hartford CT Dep Environ Prot
Bur Nat Resour Wildl Div.
Kirkland KB, Klimko TB, Meriwether RA, Schriefer M, Levin M, Levine J,
Kenzie WRM, Dennis DT (1997) Erythema Migrans—like Rash Illness
at a Camp in North Carolina: A New Tick-Borne Disease? Arch Intern
Med 157: 2635–2641, doi:10.1001/archinte.1997.00440430117014.
Kirstein F, Gray J (1999) Blood Meal Identification in Ticks: a Promising
Tool in Ecological Research on Tick-borne Diseases. Zentbl Bakteriol
289: 760–764.
Kocan AA, Mukolwe SW, Murphy GL, Barker RW, Kocan KM (1992)
Isolation of Borrelia burgdorferi (Spirochaetales: Spirochaetaceae)
from Ixodes scapularis and Dermacentor albipictus Ticks (Acari:
Ixodidae) in Oklahoma. J Med Entomol 29: 630–633, doi:10.1093/
jmedent/29.4.630.
Korenberg EI (1994) Comparative ecology and epidemiology of lyme
disease and tick-borne encephalitis in the former Soviet Union. Parasitol
Today Pers Ed 10: 157–160, doi:10.1016/0169-4758(94)90269-0.
Korenberg EI, Kovalevskii YV, Gorelova NB, Nefedova VV (2015)
Comparative analysis of the roles of Ixodes persulcatus and I.
trianguliceps ticks in natural foci of ixodid tick-borne borrelioses in the
Middle Urals, Russia. Ticks Tick-Borne Dis 6: 316–321, doi:10.1016/
j.ttbdis.2015.02.004.
Korenberg EI, Nefedova VV, Romanenko VN, Gorelova NB (2010) The
tick Ixodes pavlovskyi as a host of spirochetes pathogenic for humans
and its possible role in the epizootiology and epidemiology of

borrelioses. Vector Borne Zoonotic Dis Larchmt N 10: 453–458, doi:
10.1089/vbz.2009.0033.
Kovalev SY, Mikhaylishcheva MS, Mukhacheva TA (2015) Natural
hybridization of the ticks Ixodes persulcatus and Ixodes pavlovskyi in
their sympatric populations in Western Siberia. Infect Genet Evol 32:
388–395, doi:10.1016/j.meegid.2015.04.003.
Kovalev SY, Mukhacheva TA (2012) Phylogeographical structure of the
tick Ixodes persulcatus: a novel view. Ticks Tick-Borne Dis 3: 212–
218, doi:10.1016/j.ttbdis.2012.03.005.
Kovalevskii YV, Korenberg EI (1995) Differences in Borrelia infections in
adult Ixodes persulcatus and Ixodes ricinus ticks (Acari: Ixodidae) in
populations of north-western Russia. Exp Appl Acarol 19: 19–29, doi:
10.1007/BF00051934.
Kraiczy P, Hartmann K, Hellwage J, Skerka C, Kirschfink M, Brade V,
Zipfel PF, Wallich R, Stevenson B (2004) Immunological
characterization of the complement regulator factor H-binding CRASP
and Erp proteins of Borrelia burgdorferi. Int J Med Microbiol Suppl
293: 152–157, doi:10.1016/S1433-1128(04)80029-9.
Krause PJ, Telford SR, Spielman A, Sikand V, Ryan R, Christianson D,
Burke G, Brassard P, Pollack R, Peck J, Persing DH (1996)
Concurrent Lyme disease and babesiosis. Evidence for increased
severity and duration of illness. JAMA 275: 1657–1660.
Krishnavajhala A, Armstrong BA, Lopez JE (2018) Vector Competence
of Geographical Populations of Ornithodoros turicata for the TickBorne Relapsing Fever Spirochete Borrelia turicatae. Appl Environ
Microbiol 84: e01505-18, /aem/84/21/e01505-18.atom, doi:10.1128/
AEM.01505-18.
Kurtenbach K, Sewell H-S, Ogden NH, Randolph SE, Nuttall PA (1998)
Serum Complement Sensitivity as a Key Factor in Lyme Disease
Ecology. Infect Immun 66: 1248–1251.
Labuda M, Jones LD, Williams T, Danielova V, Nuttall PA (1993) Efficient
transmission of tick-borne encephalitis virus between cofeeding ticks.
J Med Entomol 30: 295–299, doi:10.1093/jmedent/30.1.295.
Labzin VV (1985) Parasitizing on mammals. In Taiga Tick Ixodes
Persulcatus: Morphology, Systematics, Ecology, Medical Importance,
(Leningrad: Nauka), pp. 291–306.
Lane RS, Brown RN (1991) Wood Rats and Kangaroo Rats: Potential
Reservoirs of the Lyme Disease Spirochete in California. J Med
Entomol 28: 299–302, doi:10.1093/jmedent/28.3.299.
Lane RS, Burgdorfer W (1988) Spirochetes in mammals and ticks
(Acari: Ixodidae) from a focus of Lyme borreliosis in California. J Wildl
Dis 24: 1–9, doi:10.7589/0090-3558-24.1.1.
Lane RS, Burgdorfer W, Hayes SF, Barbour AG (1985) Isolation of a
spirochete from the soft tick, Ornithodoros coriaceus: a possible
agent of epizootic bovine abortion. Science 230: 85–87, doi:10.1126/
science.3898367.
Lane RS, Loye JE (1989) Lyme disease in California: interrelationship of
Ixodes pacificus (Acari: Ixodidae), the western fence lizard
(Sceloporus occidentalis), and Borrelia burgdorferi. J Med Entomol
26: 272–278, doi:10.1093/jmedent/26.4.272.
Lane RS, Manweiler SA (1988) Borrelia coriaceae in its Tick Vector,
Ornithodoros coriaceus (Acari: Argasidae), with Emphasis on
Transstadial and Transovarial Infection. J Med Entomol 25: 172–177,
doi:10.1093/jmedent/25.3.172.
Lane RS, Mun J, Eisen RJ, Eisen L (2005) Western gray squirrel
(Rodentia: Sciuridae): a primary reservoir host of Borrelia burgdorferi
in Californian oak woodlands? J Med Entomol 42: 388–396, doi:
10.1093/jmedent/42.3.388.
Lane RS, Mun J, Peribáñez MA, Fedorova N (2010) Differences in
prevalence of Borrelia burgdorferi and Anaplasma spp. infection
among host-seeking Dermacentor occidentalis, Ixodes pacificus, and
Ornithodoros coriaceus ticks in northwestern California. Ticks TickBorne Dis 1: 159–167, doi:10.1016/j.ttbdis.2010.09.004.

301

Perpetuation of Borreliae

Telford and Goethert

Lane RS, Piesman J, Burgdorfer W (1991) Lyme borreliosis: relation of
its causative agent to its vectors and hosts in North America and
Europe. Annu Rev Entomol 36: 587–609.
Lane RS, Quistad GB (1998) Borreliacidal Factor in the Blood of the
Western Fence Lizard (Sceloporus occidentalis). J Parasitol 84: 29–
34, doi:10.2307/3284524.
Larrousse F, King AG, Wolbach SB (1928) The overwintering in
Massachusetts of Ixodiphagus caucurtei. Science 67: 351–353.
Lees AD, Milne A (1951) The seasonal and diurnal activities of individual
sheep ticks (Ixodes ricinus L). Parasitology 41: 189–208, doi:10.1017/
s0031182000084031.
Lejal E, Estrada-Peña A, Marsot M, Cosson J-F, Rué O, Mariadassou M,
Midoux C, Vayssier-Taussat M, Pollet T (2020) Taxon Appearance
From Extraction and Amplification Steps Demonstrates the Value of
Multiple Controls in Tick Microbiota Analysis. Front Microbiol 11: doi:
10.3389/fmicb.2020.01093.
Levin M, Levine JF, Yang S, Howard P, Apperson CS (1996) Reservoir
competence of the southeastern five-lined skink (Eumeces
inexpectatus) and the green anole (Anolis carolinensis) for Borrelia
burgdorferi. Am J Trop Med Hyg 54: 92–97, doi:10.4269/ajtmh.
1996.54.92.
Levin ML, Fish D (2001) Interference Between the Agents of Lyme
Disease and Human Granulocytic Ehrlichiosis in a Natural Reservoir
H o s t . Ve c t o r - B o r n e Z o o n o t i c D i s 1 : 1 3 9 – 1 4 8 , d o i :
10.1089/153036601316977741.
Levine JF, Wilson ML, Spielman A (1985) Mice as Reservoirs of the
Lyme Disease Spirochete. Am J Trop Med Hyg 34: 355–360, doi:
10.4269/ajtmh.1985.34.355.
Li L-F, Wei R, Liu H-B, Jiang B-G, Cui X-M, Wei W, Yuan T-T, Wang Q,
Zhao L, Xia L-Y, Li J, Jiang J-F, Jia N, Hu Y-L (2020) Characterization
of Microbial Communities in Ixodes persulcatus (Ixodida: Ixodidae), a
Veterinary and Medical Important Tick Species in Northeastern China.
J Med Entomol 57: 1270–1276, doi:10.1093/jme/tjaa013.
Li W, Ortiz G, Fournier P-E, Gimenez G, Reed DL, Pittendrigh B, Raoult
D (2010) Genotyping of Human Lice Suggests Multiple Emergences
of Body Lice from Local Head Louse Populations. PLoS Negl Trop
Dis 4: e641, doi:10.1371/journal.pntd.0000641.
Lisboa RS, Teixeira RC, Rangel CP, Santos HA, Massard CL, Fonseca
AH (2009) Avian Spirochetosis in Chickens Following Experimental
Transmission of Borrelia anserina by Argas (Persicargas) miniatus.
Avian Dis 53: 4.
Little SE, Heise SR, Blagburn BL, Callister SM, Mead PS (2010) Lyme
borreliosis in dogs and humans in the USA. Trends Parasitol 26: 213–
218, doi:10.1016/j.pt.2010.01.006.
LoGiudice K, Ostfeld RS, Schmidt KA, Keesing F (2003) The ecology of
infectious disease: effects of host diversity and community
composition on Lyme disease risk. Proc Natl Acad Sci 100: 567–571.
Loh S-M, Gofton AW, Lo N, Gillett A, Ryan UM, Irwin PJ, Oskam CL
(2016) Novel Borrelia species detected in echidna ticks, Bothriocroton
concolor, in Australia. Parasit Vectors 9: 339, doi:10.1186/
s13071-016-1627-x.
Lopez J, Krishnavajhala A, Garcia M, Bermúdez S (2016) Tick-Borne
Relapsing Fever Spirochetes in the Americas. Vet Sci 3: 16, doi:
10.3390/vetsci3030016.
Lynn GE, Graham CB, Horiuchi K, Eisen L, Johnson TL, Lane RS, Eisen
RJ (2018) Prevalence and Geographic Distribution of Borrelia
miyamotoi in Host-Seeking Ixodes pacificus (Acari: Ixodidae) Nymphs
in Mendocino County, California. J Med Entomol 55: 711–716, doi:
10.1093/jme/tjx258.
Maaz D, Rausch S, Richter D, Krücken J, Kühl AA, Demeler J, Blümke
J, Matuschka F-R, von Samson-Himmelstjerna G, Hartmann S (2016)
Susceptibility to Ticks and Lyme Disease Spirochetes Is Not Affected
in Mice Coinfected with Nematodes. Infect Immun 84: 1274–1286,
doi:10.1128/IAI.01309-15.

MacArthur RH (1958) Population Ecology of Some Warblers of
Northeastern Coniferous Forests. Ecology 39: 599–619, doi:
10.2307/1931600.
Maddock AH (1992) Comparison of two methods for trapping rodents and
shrews. Isr J Ecol Evol 38: 333–340, doi:10.1080/00212210.1992.
10688680.
Mans BJ, Andersen JF, Schwan TG, Ribeiro JMC (2008)
Characterization of anti-hemostatic factors in the argasid, Argas
monolakensis: Implications for the evolution of blood-feeding in the
soft tick family. Insect Biochem Mol Biol 38: 22–41, doi:10.1016/
j.ibmb.2007.09.002.
Mans BJ, Featherston J, Kvas M, Pillay K-A, de Klerk DG, Pienaar R, de
Castro MH, Schwan TG, Lopez JE, Teel P, Pérez de León AA,
Sonenshine DE, Egekwu NI, Bakkes DK, Heyne H, Kanduma EG,
Nyangiwe N, Bouattour A, Latif AA (2019) Argasid and ixodid
systematics: Implications for soft tick evolution and systematics, with
a new argasid species list. Ticks Tick-Borne Dis 10: 219–240, doi:
10.1016/j.ttbdis.2018.09.010.
Marchaux E, Salimbeni A (1903) La Spirillose des Poules. Ann Inst
Pasteur 17: 569–580.
Marshall WF, Telford SR, Rys PN, Rutledge BJ, Mathiesen D, Malawista
SE, Spielman A, Persing DH (1994) Detection of Borrelia burgdorferi
DNA in museum specimens of Peromyscus leucopus. J Infect Dis
170: 1027–1032, doi:10.1093/infdis/170.4.1027.
Masters EJ, Donnell HD (1995) Lyme and/or Lyme-like disease in
Missouri. Mo Med 92: 346–353.
Mather TN, Iii SRT, MacLachlan AB, Spielman A (1989a) Incompetence
of Catbirds as Reservoirs for the Lyme Disease Spirochete (Borrelia
burgdorferi). J Parasitol 75: 66, doi:10.2307/3282938.
Mather TN, Spielman A (1986) Diurnal Detachment of Immature Deer
Ticks (Ixodes dammini) from Nocturnal Hosts. Am J Trop Med Hyg
35: 182–186, doi:10.4269/ajtmh.1986.35.182.
Mather TN, Telford III SR, Moore SI, Spielman A (1990) Borrelia
burgdorferi and Babesia microti: Efficiency of transmission from
reservoirs to vector ticks (Ixodes dammini). Exp Parasitol 70: 55–61,
doi:10.1016/0014-4894(90)90085-Q.
Mather TN, Wilson ML, Moore SI, Ribeiro JMC, Spielman A (1989b)
Comparing the relative potential of rodents as reservoirs of the Lyme
disease spirochete (Borrelia burgdorferi). Am J Epidemiol 130: 143–
150;doi:10.1093/oxfordjournals.aje.a115306.
Matuschka F-R, Endepols S, Richter D, Ohlenbusch A, Eiffert H,
Spielman A (1996) Risk of Urban Lyme Disease Enhanced by the
Presence of Rats. J Infect Dis 174: 1108–1111, doi:10.1093/infdis/
174.5.1108.
May RM (1984) Ecology and population biology. In Tropical and
Geographic Medicine, (McGraw-Hill), pp. 152–166.
McCall PJ, Hume JCC, Motshegwa K, Pignatelli P, Talbert A, Kisinza W
(2007) Does Tick-Borne Relapsing Fever Have an Animal Reservoir
in East Africa? Vector-Borne Zoonotic Dis 7: 659–666, doi:10.1089/
vbz.2007.0151.
McNeil E, Hinshaw WR, Kissling RE (1949) A study of Borrelia anserina
infection (spirochetosis) in turkeys. J Bacteriol 57: 191–206, doi:
10.1128/JB.57.2.191-206.1949.
Meeûs T de, Béati L, Delaye C, Aeschlimann A, Renaud F (2002) Sex-biased
genetic structure in the vector of Lyme disease, Ixodes ricinus. Evolution 56:
1802–1807, doi:10.1554/0014-3820(2002)056[1802:SBGSIT]2.0.CO;2.
Merten HA, Durden LA (2000) A state-by-state survey of ticks recorded
from humans in the United States. J Vector Ecol J Soc Vector Ecol
25: 102–113.
Millins C, Magierecka A, Gilbert L, Edoff A, Brereton A, Kilbride E,
Denwood M, Birtles R, Biek R (2015) An Invasive Mammal (the Gray
Squirrel, Sciurus carolinensis) Commonly Hosts Diverse and Atypical
Genotypes of the Zoonotic Pathogen Borrelia burgdorferi Sensu Lato.
Appl Environ Microbiol 81: 4236–4245, doi:10.1128/AEM.00109-15.

302

Perpetuation of Borreliae

Telford and Goethert

Milne A (1943) The comparison of sheep-tick populations (Ixodes ricinus L.).
Ann Appl Biol 30: 240–250, doi:10.1111/j.1744-7348.1943.tb06195.x.
Moody KD, Terwilliger GA, Hansen GM, Barthold SW (1994)
Experimental Borrelia burgdorferi infection in Peromyscus leucopus. J
Wildl Dis 30: 155–161, doi:10.7589/0090-3558-30.2.155.
Morris WF, Ehrlén J, Dahlgren JP, Loomis AK, Louthan AM (2020) Biotic
and anthropogenic forces rival climatic/abiotic factors in determining
global plant population growth and fitness. Proc Natl Acad Sci 117:
1107–1112, doi:10.1073/pnas.1918363117.
Moyer PL, Varela AS, Luttrell MP, Moore VA, Stallknecht DE, Little SE
(2006) White-tailed deer (Odocoileus virginianus) develop
spirochetemia following experimental infection with Borrelia lonestari.
Vet Microbiol 115: 229–236, doi:10.1016/j.vetmic.2005.12.020.
Murdock JH, Yabsley MJ, Little SE, Chandrashekar R, O’Connor TP,
Caudell JN, Huffman JE, Langenberg JA, Hollamby S (2009)
Distribution of Antibodies Reactive to Borrelia lonestari and Borrelia
burgdorferi in White-Tailed Deer (Odocoileus virginianus) Populations
in the Eastern United States. Vector Borne Zoonotic Dis 9: 729–736,
doi:10.1089/vbz.2008.0144.
Mysterud A, Stigum VM, Jaarsma R, Sprong H (2019) Genospecies of
Borrelia burgdorferi sensu lato detected in 16 mammal species and
questing ticks from northern Europe. Sci Rep 9: 5088, doi:10.1038/
s41598-019-41686-0.
Nakao M, Miyamoto K (1995) Mixed infection of different Borrelia
species among Apodemus speciosus mice in Hokkaido, Japan. J Clin
Microbiol 33: 490–492.
Narasimhan S, Rajeevan N, Liu L, Zhao YO, Heisig J, Pan J, EpplerEpstein R, DePonte K, Fish D, Fikrig E (2014) Gut Microbiota of the
Tick Vector Ixodes scapularis Modulate Colonization of the Lyme
Disease Spirochete. Cell Host Microbe 15: 58–71, doi:10.1016/
j.chom.2013.12.001.
Naumov RL (1985) Range of hosts. In Taiga Tick Ixodes Persulcatus:
Morphology, Systematics, Ecology, Medical Importance, (Leningrad:
Nauka), p. 277.
Need JT, Butler JF (1991) Sequential Feedings by Two Species of
Argasid Tick on Laboratory Mice: Effects on Tick Survival, Weight
Gain, and Attachment Time. J Med Entomol 28: 37–40, doi:10.1093/
jmedent/28.1.37.
Nicolle C, Blaizot L, Conseil E (1912) Étiologie de la fièvre récurrente.
Son mode de transmission par le pou. Comptes Rendus Hebd
Séances L’Académie Sci 154: 1636–1638.
Nordmann T, Feldt T, Bosselmann M, Tufa TB, Lemma G, Holtfreter M,
Häussinger D (2018) Outbreak of Louse-Borne Relapsing Fever
among Urban Dwellers in Arsi Zone, Central Ethiopia, from July to
November 2016. Am J Trop Med Hyg 98: 1599–1602, doi:10.4269/
ajtmh.17-0470.
Norte AC, Margos G, Becker NS, Ramos JA, Núncio MS, Fingerle V,
Araújo PM, Adamík P, Alivizatos H, Barba E, Barrientos R, Cauchard
L, Csörgő T, Diakou A, Dingemanse NJ, Doligez B, Dubiec A, Eeva T,
Flaisz B, Grim T, Hau M, Heylen D, Hornok S, Kazantzidis S, Kováts
D, Krause F, Literak I, Mänd R, Mentesana L, Morinay J, Mutanen M,
Neto JM, Nováková M, Sanz JJ, Silva LP da, Sprong H, Tirri I-S,
Török J, Trilar T, Tyller Z, Visser ME, Carvalho IL de (2020) Host
dispersal shapes the population structure of a tick-borne bacterial
pathogen. Mol Ecol 29: 485–501, doi:10.1111/mec.15336.
Nuttall GHF (1917) The Biology of Pediculus humanus. Parasitology 10:
80–185, doi:10.1017/S0031182000003747.
Ogden NH, Lindsay LR, Beauchamp G, Charron D, Maarouf A,
O’Callaghan CJ, Waltner-Toews D, Barker IK (2004) Investigation of
Relationships Between Temperature and Developmental Rates of
Tick Ixodes scapularis (Acari: Ixodidae) in the Laboratory and Field. J
Med Entomol 41: 622–633, doi:10.1603/0022-2585-41.4.622.
Ogden NH, Lindsay LR, Hanincová K, Barker IK, Bigras-Poulin M,
Charron DF, Heagy A, Francis CM, O’Callaghan CJ, Schwartz I,
Thompson RA (2008) Role of Migratory Birds in Introduction and

Range Expansion of Ixodes scapularis Ticks and of Borrelia
burgdorferi and Anaplasma phagocytophilum in Canada. Appl Environ
Microbiol 74: 1780–1790, doi:10.1128/AEM.01982-07.
Ogden NH, Nuttall PA, Randolph SE (1997) Natural Lyme disease
cycles maintained via sheep by co-feeding ticks. Parasitology 115:
591–599, doi:10.1017/S0031182097001868.
Olsen B, Duffy DC, Jaenson TG, Gylfe A, Bonnedahl J, Bergström S
(1995) Transhemispheric exchange of Lyme disease spirochetes by
seabirds. J Clin Microbiol 33: 3270–3274.
Ostfeld RS, Brisson D, Oggenfuss K, Devine J, Levy MZ, Keesing F
(2018) Effects of a zoonotic pathogen, Borrelia burgdorferi, on the
behavior of a key reservoir host. Ecol Evol 8: 4074–4083, doi:
10.1002/ece3.3961.
Ostfeld RS, Keesing F (2000) Biodiversity and Disease Risk: the Case
of Lyme Disease. Conserv Biol 14: 722–728, doi:10.1046/j.
1523-1739.2000.99014.x.
Padgett KA, Lane RS (2001) Life Cycle of Ixodes pacificus (Acari:
Ixodidae): Timing of Developmental Processes Under Field and
Laboratory Conditions. J Med Entomol 38: 684–693, doi:
10.1603/0022-2585-38.5.684.
Pal U, Li X, Wang T, Montgomery RR, Ramamoorthi N, deSilva AM, Bao
F, Yang X, Pypaert M, Pradhan D, Kantor FS, Telford S, Anderson JF,
Fikrig E (2004) TROSPA, an Ixodes scapularis Receptor for Borrelia
burgdorferi. Cell 119: 457–468, doi:10.1016/j.cell.2004.10.027.
Paul WS, Maupin G, Scott-Wright AO, Craven RB, Dennis DT (2002)
Outbreak of tick-borne relapsing fever at the north rim of the Grand
Canyon: evidence for effectiveness of preventive measures. Am J
Trop Med Hyg 66: 71–75, doi:10.4269/ajtmh.2002.66.71.
Pavlovsky E (1966) Natural nidality of transmissible diseases (Urbana:
Univeristy of Ilinois Press).
Pérez D, Kneubühler Y, Rais O, Jouda F, Gern L (2011) Borrelia afzelii
ospC genotype diversity in Ixodes ricinus questing ticks and ticks
from rodents in two Lyme borreliosis endemic areas: Contribution of
co-feeding ticks. Ticks Tick-Borne Dis 2: 137–142, doi:10.1016/
j.ttbdis.2011.06.003.
Perret JL, Guigoz E, Rais O, Gern L (2000) Influence of saturation
deficit and temperature on Ixodes ricinus tick questing activity in a
Lyme borreliosis-endemic area (Switzerland). Parasitol Res 86: 554–
557, doi:10.1007/s004360000209.
Persing D, Telford S, Rys P, Dodge D, White T, Malawista S, Spielman A
(1990) Detection of Borrelia burgdorferi DNA in museum specimens
of Ixodes dammini ticks. Science 249: 1420–1423, doi:10.1126/
science.2402635.
Pichon B, Egan D, Rogers M, Gray J (2003) Detection and identification
of pathogens and host DNA in unfed host-seeking Ixodes ricinus L.
(Acari: Ixodidae). J Med Entomol 40: 723–731.
Pichon B, Rogers M, Egan D, Gray J (2005) Blood-meal analysis for the
identification of reservoir hosts of tick-borne pathogens in Ireland.
Vector-Borne Zoonotic Dis 5: 172–180.
Piesman J, Donahue JG, Mather TN, Spielman A (1986) Transovarially
acquired Lyme disease spirochetes (Borrelia burgdorferi) in fieldcollected larval Ixodes dammini (Acari: Ixodidae). J Med Entomol 23:
219.
Piesman J, Mather TN, Sinsky RJ, Spielman A (1987) Duration of tick
attachment and Borrelia burgdorferi transmission. J Clin Microbiol 25:
557–558.
Piesman J, Sinsky RJ (1988) Ability of Ixodes scapularis, Dermacentor
variabilis, and Amblyomma americanum (Acari: Ixodidae) to Acquire,
Maintain, and Transmit Lyme Disease Spirochetes (Borrelia
burgdorferi). J Med Entomol 25: 336–339, doi:10.1093/jmedent/
25.5.336.
Piesman J, Spielman A (1979) Host-Associations and Seasonal
Abundance of Immature Ixodes dammini in Southeastern
Massachusetts. Ann Entomol Soc Am 72: 829–832, doi:10.1093/
aesa/72.6.829.

303

Perpetuation of Borreliae

Telford and Goethert

Piesman J, Spielman A, Etkind P, Ruebush TK 2nd, Juranek DD (1979)
Role of deer in the epizootiology of Babesia microti in Massachusetts,
USA. J Med Entomol 15: 537–540.
Postic D, Garnier M, Baranton G (2007) Multilocus sequence analysis of
atypical Borrelia burgdorferi sensu lato isolates--description of
Borrelia californiensis sp. nov., and genomospecies 1 and 2. Int J
Med Microbiol IJMM 297: 263–271, doi:10.1016/j.ijmm.2007.01.006.
Postic D, Ras NM, Lane RS, Hendson M, Baranton G (1998) Expanded
Diversity among CalifornianBorrelia Isolates and Description of
Borrelia bissettii sp. nov. (Formerly Borrelia Group DN127). J Clin
Microbiol 36: 3497–3504.
Pound JM, Miller JA, George JE, Fish D, Carroll JF, Schulze TL, Daniels
TJ, Falco RC, Stafford III KC, Mather TN (2009) The United States
Department of Agriculture’s Northeast area-wide tick control project:
summary and conclusions. Vector-Borne Zoonotic Dis 9: 439–448.
Qiu W-G, Dykhuizen DE, Acosta MS, Luft BJ (2002) Geographic
Uniformity of the Lyme Disease Spirochete (Borrelia burgdorferi) and
Its Shared History With Tick Vector (Ixodes scapularis) in the
Northeastern United States. Genetics 160: 833–849.
Rand PW, Lubelczyk C, Holman MS, Lacombe EH, Smith RP (2004)
Abundance of Ixodes scapularis (Acari: Ixodidae) After the Complete
Removal of Deer from an Isolated Offshore Island, Endemic for Lyme
Disease. J Med Entomol 41: 779–784, doi:10.1603/0022-2585-41.4.779.
Randolph SE (2001) The shifting landscape of tick-borne zoonoses: tickborne encephalitis and Lyme borreliosis in Europe. Philos Trans R
Soc Lond B Biol Sci 356: 1045–1056, doi:10.1098/rstb.2001.0893.
Randolph SE, Green RM, Hoodless AN, Peacey MF (2002) An empirical
quantitative framework for the seasonal population dynamics of the
tick Ixodes ricinus. Int J Parasitol 32: 979–989.
Randolph SE, Miklisová D, Lysy J, Rogers DJ, Labuda M (1999)
Incidence from coincidence: patterns of tick infestations on rodents
facilitate transmission of tick-borne encephalitis virus. Parasitology
118: 177–186.
Raoult D, Roux V (1999) The Body Louse as a Vector of Reemerging
Human Diseases. Clin Infect Dis 29: 888–911, doi:10.1086/520454.
Rapid Risk Assessment: Louse-borne relapsing fever in the EU, 19
November 2015 (2015) https://www.ecdc.europa.eu/en/publicationsdata/rapid-risk-assessment-louse-borne-relapsing-fever-eu-19november-2015 (accessed: 03/08/2020).
Rauter C, Hartung T (2005) Prevalence of Borrelia burgdorferi Sensu
Lato Genospecies in Ixodes ricinus Ticks in Europe: a Metaanalysis.
Appl Environ Microbiol 71: 7203–7216, doi:10.1128/AEM.
71.11.7203-7216.2005.
Reed DL, Light JE, Allen JM, Kirchman JJ (2007) Pair of lice lost or
parasites regained: the evolutionary history of anthropoid primate lice.
BMC Biol 5: 7, doi:10.1186/1741-7007-5-7.
Rego ROM, Bestor A, Štefka J, Rosa PA (2014) Population Bottlenecks
during the Infectious Cycle of the Lyme Disease Spirochete Borrelia
burgdorferi. PLoS ONE 9: e101009, doi:10.1371/journal.pone.
0101009.
Rich SM, Armstrong PM, Smith RD, Telford SR (2001) Lone Star TickInfecting Borreliae Are Most Closely Related to the Agent of Bovine
Borreliosis. J Clin Microbiol 39: 494–497, doi:10.1128/JCM.
39.2.494-497.2001.
Rich SM, Caporale DA, Telford SR, Kocher TD, Hartl DL, Spielman A
(1995) Distribution of the Ixodes ricinus-like ticks of eastern North
America. Proc Natl Acad Sci 92: 6284–6288.
Richter D, Debski a, Hubalek Z, Matuschka F-R (2012) Absence of
Lyme Disease Spirochetes in Larval Ixodes ricinus Ticks. Vector
Borne Zoonotic Dis 12: 21–27.
Richter D, Matuschka F-R (2006) Perpetuation of the Lyme Disease
Spirochete Borrelia lusitaniae by Lizards. Appl Environ Microbiol 72:
4627–4632, doi:10.1128/AEM.00285-06.

Richter D, Matuschka F-R (2010) Elimination of Lyme Disease
Spirochetes from Ticks Feeding on Domestic Ruminants. Appl
Environ Microbiol 76: 7650–7652, doi:10.1128/AEM.01649-10.
Richter D, Schlee DB, Matuschka F-R (2003) Relapsing Fever–Like
Spirochetes Infecting European Vector Tick of Lyme Disease Agent.
Emerg Infect Dis 9: 697–701, doi:10.3201/eid0906.020459.
Rijpkema S, Nieuwenhuijs J, Franssen FFJ, Jongejan F (1994) Infection
rates of Borrelia burgdorferi in different instars of Ixodes ricinus ticks
from the Dutch North Sea Island of Ameland. Exp Appl Acarol 18:
531–542, doi:10.1007/BF00058936.
Røed KH, Kvie KS, Hasle G, Gilbert L, Leinaas HP (2016) Phylogenetic
Lineages and Postglacial Dispersal Dynamics Characterize the
Genetic Structure of the Tick, Ixodes ricinus, in Northwest Europe.
PLOS ONE 11: e0167450, doi:10.1371/journal.pone.0167450.
Rogers AJ (1953) A Study of the Ixodid Ticks of Northern Florida,
Including the Biology and Life History of Ixodes scapularis Say
(Ixodidae: Acarina). Thesis.
Rollend L, Fish D, Childs JE (2013) Transovarial transmission of Borrelia
spirochetes by Ixodes scapularis: A summary of the literature and
recent observations. Ticks Tick-Borne Dis 4: 46–51, doi:10.1016/
j.ttbdis.2012.06.008.
Rózsa L, Apari P (2012) Why infest the loved ones--inherent human
behaviour indicates former mutualism with head lice. Parasitology
139: 696–700, doi:10.1017/S0031182012000017.
Russell PF (1934) Zooprophylaxis failure: an experiment in the
Philippines. Riv Malariol 13: 610–616.
Sakamoto JM, Goddard J, Rasgon JL (2014) Population and
Demographic Structure of Ixodes scapularis Say in the Eastern
United States. PLoS ONE 9: e101389, doi:10.1371/journal.pone.
0101389.
Santos AS, Santos-Silva MM (2018) Ixodes ventalloi Gil Collado, 1936:
A Vector Role to be Explored. Vectors Vector-Borne Zoonotic Dis doi:
10.5772/intechopen.81615.
Sanz-Aguilar A, Payo-Payo A, Rotger A, Yousfi L, Moutailler S, Beck C,
Dumarest M, Igual JM, Miranda MÁ, Viñas Torres M, Picorelli V,
Gamble A, Boulinier T (2020) Infestation of small seabirds by
Ornithodoros maritimus ticks: Effects on chick body condition,
reproduction and associated infectious agents. Ticks Tick-Borne Dis
11: 101281, doi:10.1016/j.ttbdis.2019.101281.
Saracho Bottero MN, Sebastian PS, Carvalho LA, Claps LG,
Mastropaolo M, Mangold AJ, Venzal JM, Nava S (2017) Presence of
Borrelia in different populations of Ixodes pararicinus from
northwestern Argentina. Ticks Tick-Borne Dis 8: 488–493, doi:
10.1016/j.ttbdis.2017.02.008.
Schoenherr AA (1992) A Natural History of California (University of
California Press).
Schulze TL, Lakat MF, Parkin WE, Shisler JK, Charette DJ, Bosler EM
(1986) Comparison of rates of infection by the Lyme disease
spirochete in selected populations of Ixodes dammini and
Amblyomma americanum (Acari: Ixodidae). Zentralblatt Für Bakteriol
Mikrobiol Hyg Ser Med Microbiol Infect Dis Virol Parasitol 263: 72–78,
doi:10.1016/S0176-6724(86)80105-5.
Schwan TG (1996) Ticks and Borrelia: model systems for investigating
pathogen-arthropod interactions. Infect Agents Dis 5: 167–181.
Schwan TG, Piesman J (2000) Temporal Changes in Outer Surface
Proteins A and C of the Lyme Disease-Associated Spirochete,
Borrelia burgdorferi, during the Chain of Infection in Ticks and Mice. J
Clin Microbiol 38: 382–388.
Schwanz LE, Voordouw MJ, Brisson D, Ostfeld RS (2011) Borrelia
burgdorferi has minimal impact on the Lyme disease reservoir host
Peromyscus leucopus. Vector-Borne Zoonotic Dis 11: 117–124.
Scoles GA, Papero M, Beati L, Fish D (2001) A relapsing fever group
spirochete transmitted by Ixodes scapularis ticks. Vector Borne
Zoonotic Dis Larchmt N 1: 21–34, doi:10.1089/153036601750137624.

304

Perpetuation of Borreliae

Telford and Goethert

Scott MC, Rosen ME, Hamer SA, Baker E, Edwards H, Crowder C, Tsao
JI, Hickling GJ (2010) High-Prevalence Borrelia miyamotoi Infection
Among Wild Turkeys (Meleagris gallopavo) in Tennessee. J Med
Entomol 47: 1238–1242, doi:10.1603/ME10075.
Shashina N (1985) Total duration of life cycle (Russian). In Taiga Tick
Ixodes Persulcatus Schulze (Acarina, Ixodidae): Morphology,
Systematics, Ecology, and Medical Significance, (Leningrad: Nauka),
pp. 275–277.
Shih C, Liu L, Spielman A (1995) Differential Spirochetal Infectivities to
Vector Ticks of Mice Chronically Infected by the Agent of LymeDisease. J Clin Microbiol 33: 3164–3168, doi:10.1128/JCM.
33.12.3164-3168.1995.
Sirotkin M, Korenberg E (2018) Influence of Abiotic Factors on Different
Developmental Stages of the Taiga Tick Ixodes persulcatus and the
Sheep Tick Ixodes ricinus. Entomol Rev 98: 496–513, doi:10.1134/
S0013873818040115.
Smith CN (1944) The Life History of the Tick Ornithodoros Coriaceus
Koch (Argasidae). Ann Entomol Soc Am 37: 325–335, doi:10.1093/
aesa/37.3.325.
Smith RD, Brener J, Osorno M, Ristic M (1978) Pathobiology of Borrelia
theileri in the tropical cattle tick, Boophilus microplus. J Invertebr
Pathol 32: 182–190, doi:10.1016/0022-2011(78)90028-9.
Smith RD, Rogers AB (1998) Borrelia theileri: a review. J Spirochetal
Tick Borne Dis 5: 63–68.
Smith RP, Rand PW, Lacombe EH, Morris SR, Holmes DW, Caporale
DA (1996) Role of bird migration in the long-distance dispersal of
Ixodes dammini, the vector of Lyme disease. J Infect Dis 174: 221–
224.
Smith RP, Rand PW, Lacombe EH, Telford SR, Rich SM, Piesman J,
Spielman A (1993) Norway Rats as Reservoir Hosts for Lyme Disease
Spirochetes on Monhegan Island, Maine. J Infect Dis 168: 687–691,
doi:10.1093/infdis/168.3.687.
Spielman A (1988) Lyme disease and human babesiosis: Evidence
incriminating vector and reservoir hosts. In Biology of Parasites, pp.
147–165.
Spielman A, Clifford CM, Piesman J, Corwin MD (1979) Human
babesiosis on Nantucket Island, USA: description of the vector,
Ixodes (Ixodes) dammini, n. sp. (Acarina: Ixodidae). J Med Entomol
15: 218–234.
Spielman A, Levine JF, Wilson ML (1984) Vectorial capacity of North
American Ixodes ticks. Yale J Biol Med 57: 507.
Spielman A, Rossignol P (1984) Insect Vectors. In Tropical and
Geographic Medicine, (New York: McGraw-Hill), pp. 167–183.
Spielman A, Wilson ML, Levine JF, Piesman J (1985) Ecology of Ixodes
dammini-borne human babesiosis and Lyme disease. Annu Rev
Entomol 30: 439–460.
States SL, Huang CI, Davis S, Tufts DM, Diuk-Wasser MA (2017) Cofeeding transmission facilitates strain coexistence in Borrelia
burgdorferi, the Lyme disease agent. Epidemics 19: 33–42, doi:
10.1016/j.epidem.2016.12.002.
Stephens RB, Anderson EM (2014) Effects of trap type on small
mammal richness, diversity, and mortality. Wildl Soc Bull 38: 619–
627, doi:10.1002/wsb.418.
Strandh M, Råberg L (2015) Within-host competition between Borrelia
afzelii ospC strains in wild hosts as revealed by massively parallel
amplicon sequencing. Philos Trans R Soc B Biol Sci 370: doi:
10.1098/rstb.2014.0293.
Strnad M, Hönig V, Růžek D, Grubhoffer L, Rego ROM (2017) EuropeWide Meta-Analysis of Borrelia burgdorferi Sensu Lato Prevalence in
Questing Ixodes ricinus Ticks. Appl Environ Microbiol 83: doi:10.1128/
AEM.00609-17.
Stromdahl EY, Williamson PC, Kollars TM, Evans SR, Barry RK, Vince
MA, Dobbs NA (2003) Evidence of Borrelia lonestari DNA in
Amblyomma americanum (Acari: Ixodidae) Removed from Humans. J
Clin Microbiol 41: 5557–5562, doi:10.1128/JCM.41.12.5557-5562.2003.

Swei Andrea, Ostfeld Richard S., Lane Robert S., Briggs Cheryl J.
(2011) Impact of the experimental removal of lizards on Lyme disease
risk. Proc R Soc B Biol Sci 278: 2970–2978, doi:10.1098/rspb.
2010.2402.
Takada N, Nakao M, Ishiguro F, Fujita H, Yano Y, Masuzawa T (2001)
Prevalence of Lyme disease Borrelia in ticks and rodents in northern
Kyushu, Japan. Med Entomol Zool 52: 117–123, doi:10.7601/mez.
52.117_1.
Takano A, Goka K, Une Y, Shimada Y, Fujita H, Shiino T, Watanabe H,
Kawabata H (2010) Isolation and characterization of a novel Borrelia
group of tick-borne borreliae from imported reptiles and their
associated ticks. Environ Microbiol 12: 134–146, doi:10.1111/j.
1462-2920.2009.02054.x.
Takumi K, Sprong H, Hofmeester TR (2019) Impact of vertebrate
communities on Ixodes ricinus-borne disease risk in forest areas.
Parasit Vectors 12: 434, doi:10.1186/s13071-019-3700-8.
Talagrand-Reboul E, Boyer PH, Bergström S, Vial L, Boulanger N
(2018) Relapsing Fevers: Neglected Tick-Borne Diseases. Front Cell
Infect Microbiol 8: doi:10.3389/fcimb.2018.00098.
Teglas MB, May B, Crosbie PR, Stephens MR, Boyce WM (2005)
Genetic Structure of the Tick Ornithodoros coriaceus (Acari:
Argasidae) in California, Nevada, and Oregon. J Med Entomol 42: 7.
Telford III S (1998) The Name Ixodes dammini Epidemiologically
Justified. Emerg Infect Dis 4: 132–134, doi:10.3201/eid0401.980126.
Telford III S, Spielman A (1989) The enzootic transmission of the agent
of Lyme disease in rabbits. Am J Trop Med Hyg 41: 482–490.
Telford III SR, Mather TN, Moore SI, Wilson ML, Spielman A (1988)
Incompetence of deer as reservoirs of the Lyme disease spirochete.
Am J Trop Med Hyg 39: 105–109.
Telford SR 3rd, Mather TN, Adler GH, Spielman A (1990) Short-tailed
shrews as reservoirs of the agents of Lyme disease and human
babesiosis. J Parasitol 76: 681–683.
Telford SR 3rd, Urioste SS, Spielman A (1992) Clustering of HostSeeking Nymphal Deer Ticks (Ixodes Dammini) Infected by Lyme
Disease Spirochetes (Borrelia Burgdorferi). Am J Trop Med Hyg 47:
55–60, doi:10.4269/ajtmh.1992.47.55.
Theiler A (1905) Transmission and inoculability of Spirillum Theileri
(Laveran). Proc R Soc B-Biol Sci 76: 505–506.
Theiler J (1902) Equine malaria and its sequelae. J Comp Pathol Ther
15: 40–54.
Tomassone L, Grego E, Auricchio D, Iori A, Giannini F, Rambozzi L
(2013) Lyme borreliosis spirochetes and spotted fever group
rickettsiae in ixodid ticks from Pianosa island, Tuscany Archipelago,
Italy. Vector Borne Zoonotic Dis Larchmt N 13: 84–91, doi:10.1089/
vbz.2012.1046.
Trautman R (1907) Etude experimentelle de l’association du spirille de
la tick-fever et de divers trypanosomes. Ann Inst Pasteur 21: 808–
824.
Tupikova NV, Korenberg EI (1965) The effect of concentrated
deforestation on certain components of a natural focus of tick borne
encephalitis in East European parts of the southern taiga forests. In
Theoretical Questions of Natural Foci of Diseases,Proceedings of a
Symposium, (Czechoslovak Academy of Sciences), pp. 319–324.
Tyzzer EE (1941) ‘Interference’ in mixed infections of bartonella and
eperythrozoon in mice. Am J Pathol 17: 141–153.
Urbanowicz A, Lewandowski D, Szpotkowski K, Figlerowicz M (2016)
Tick receptor for outer surface protein A from Ixodes ricinus — the
first intrinsically disordered protein involved in vector-microbe
recognition. Sci Rep 6: 25205, doi:10.1038/srep25205.
Uspensky I, Rubina M (1992) Host substitution by Ixodes persulcatus
(Acari: Ixodidae) larvae in the years of deep depression in the
abundance of small mammals. Folia Parasitol (Praha) 39: 171–176.
Van Treuren W, Ponnusamy L, Brinkerhoff RJ, Gonzalez A, Parobek
CM, Juliano JJ, Andreadis TG, Falco RC, Ziegler LB, Hathaway N,
Keeler C, Emch M, Bailey JA, Roe RM, Apperson CS, Knight R,

305

Perpetuation of Borreliae

Telford and Goethert

Meshnick SR (2015) Variation in the Microbiota of Ixodes Ticks with
Regard to Geography, Species, and Sex. Appl Environ Microbiol 81:
6200–6209, doi:10.1128/AEM.01562-15.
Vial L, Diatta G, Tall A, Hadj Ba E, Bouganali H, Durand P, Sokhna C,
Rogier C, Renaud F, Trape J-F (2006a) Incidence of tick-borne
relapsing fever in west Africa: longitudinal study. The Lancet 368: 37–
43, doi:10.1016/S0140-6736(06)68968-X.
Vial L, Durand P, Arnathau C, Halos L, Diatta G, Trape JF, Renaud F
(2006b) Molecular divergences of the Ornithodoros sonrai soft tick
species, a vector of human relapsing fever in West Africa. Microbes
Infect 8: 2605–2611, doi:10.1016/j.micinf.2006.07.012.
Voordouw MJ, Lachish S, Dolan MC (2015) The Lyme Disease
Pathogen Has No Effect on the Survival of Its Rodent Reservoir Host.
PLOS ONE 10: e0118265, doi:10.1371/journal.pone.0118265.
Vredevoe LK, Stevens JR, Schneider BS (2004) Detection and
characterization of Borrelia bissettii in rodents from the central
California coast. J Med Entomol 41: 736–745, doi:
10.1603/0022-2585-41.4.736.
Wagemakers A, Jahfari S, de Wever B, Spanjaard L, Starink MV, de
Vries HJC, Sprong H, Hovius JW (2017) Borrelia miyamotoi in vectors
and hosts in The Netherlands. Ticks Tick-Borne Dis 8: 370–374, doi:
10.1016/j.ttbdis.2016.12.012.
Wallis RC, Brown SE, Kloter KO, Main AJ (1978) Erythema chronicum
migrans and lyme arthritis: field study of ticks. Am J Epidemiol 108:
322–327, doi:10.1093/oxfordjournals.aje.a112626.
Walton G (1950) Relapsing fever in the Meru District of Kenya. East Afr
Med J 27: 94–98.
Walton G (1962) The Ornithodoros moubata subspecies problem in
relation to human relapsing fever epidemiology. Symp Zool Soc Lond
6: 83–156.
Wang G, Liveris D, Brei B, Wu H, Falco RC, Fish D, Schwartz I (2003)
Real-Time PCR for Simultaneous Detection and Quantification of
Borrelia burgdorferi in Field-Collected Ixodes scapularis Ticks from
the Northeastern United States. Appl Environ Microbiol 69: 4561–
4565, doi:10.1128/AEM.69.8.4561-4565.2003.
Weitz B (1956) Identification of blood meals of blood-sucking
arthropods. Bull World Health Organ 15: 473–490.
Whittington-Jones GM, Bernard RTF, Parker DM (2011) Aardvark burrows:
a potential resource for animals in arid and semi-arid environments. Afr
Zool 46: 362–370, doi:10.1080/15627020.2011.11407509.
Wilske B, Preac-Mursic V, Schierz G, Kühbeck R, Barbour AG, Kramer
M (1988) Antigenic Variability of Borrelia burgdorferi. Ann N Y Acad
Sci 539: 126–143, doi:10.1111/j.1749-6632.1988.tb31846.x.
Wilson ML, Telford SR, Piesman J, Spielman A (1988) Reduced
Abundance of Immature Ixodes dammini (Acari: Ixodidae) Following

Elimination of Deer. J Med Entomol 25: 224–228, doi:10.1093/
jmedent/25.4.224.
Wodecka B, Rymaszewska A, Skotarczak B (2014) Host and pathogen
DNA identification in blood meals of nymphal Ixodes ricinus ticks from
forest parks and rural forests of Poland. Exp Appl Acarol 62: 543–555,
doi:10.1007/s10493-013-9763-x.
Wodecka B, Skotarczak B (2016) Identification of host blood-meal
sources and Borrelia in field-collected Ixodes ricinus ticks in northwestern Poland. Ann Agric Environ Med 23: 59–63, doi:
10.5604/12321966.1196853.
Woolhouse MEJ, Dye C, Etard J-F, Smith T, Charlwood JD, Garnett GP,
Hagan P, Hii JLK, Ndhlovu PD, Quinnell RJ, Watts CH, Chandiwana
SK, Anderson RM (1997) Heterogeneities in the transmission of
infectious agents: Implications for the design of control programs.
Proc Natl Acad Sci 94: 338–342, doi:10.1073/pnas.94.1.338.
Wright SA, Thompson MA, Miller MJ, Knerl KM, Elms SL, Karpowicz JC,
Young JF, Kramer VL (2000) Ecology of Borrelia burgdorferi in ticks
(Acari: Ixodidae), rodents, and birds in the Sierra Nevada foothills,
Placer County, California. J Med Entomol 37: 909–918, doi:
10.1603/0022-2585-37.6.909.
Wright SD, Nielson SW (1990) Experimental infection of the whitefooted mouse with Borrelia burgdorferi. Am J Vet Res 51: 1980–1987.
Wynns H (1942) The epidemiology of relapsing fever. In A Symposium
on Relapsing Fever in the Americas, (Washington, DC: American
Association for the Advancement of Science), pp. 100–105.
Xu G, Wielstra B, Rich SM (2020) Northern and southern blacklegged
(deer) ticks are genetically distinct with different histories and Lyme
spirochete infection rates. Sci Rep 10: 10289, doi:10.1038/
s41598-020-67259-0.
Yang Y (2018) Borrelia miyamotoi sensu lato in Père David Deer and
Haemaphysalis longicornis Ticks - Volume 24, Number 5—May 2018
- Emerging Infectious Disease journal - CDC. Emerg Infect Dis 24:
doi:10.3201/eid2405.171355.
Yimer M, Mulu W, Ayalew W, Abera B (2014) Louse-borne relapsing
fever profile at Felegehiwot referral hospital, Bahir Dar city, Ethiopia:
a retrospective study. BMC Res Notes 7: 250, doi:
10.1186/1756-0500-7-250.
Zaher MA, Soliman ZR, Diab FM (1977) An experimental study of
Borrelia anserina in four species of Argas ticks. Z Für Parasitenkd 53:
213–223, doi:10.1007/BF00380466.
Zinsser H (1935) Rats, lice and history (Boston: Little, Brown & Co).
Zolnik CP, Prill RJ, Falco RC, Daniels TJ, Kolokotronis S-O (2016)
Microbiome changes through ontogeny of a tick pathogen vector. Mol
Ecol 25: 4963–4977, doi:10.1111/mec.13832.

306

