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rotace

With the continuing increase in human population and major changes in climate, our relative
food prosperity in the 1980s/1990s has reversed to expose a significant threat to global food
security. Add to this the continual battle to control existing plant disease problems, emerg-
ing diseases and food contamination with human pathogens, and we realise there are still
significant challenges ahead for producing adequate, safe food. However, we are witnessing
major advances in technology and scientific exploration as we aim to cope with these issues.
The aim of this book is to introduce the reader to advances in the field of bacteria—plant
interactions, centred on plant pathogens, human pathogen contamination and potential
control strategies. Fundamental to this is the need to build up model systems to help inform
other studies — these are exemplified in the Pseudomonas and Erwinia chapters. Emerging
experimental systems examining emerging or neglected diseases have been considered in
the chapters on Acidovorax and Gram-positive bacterial pathogens. The recent outbreak of
food poisoning in Europe was a timely reminder for the need to examine human pathogen
colonisation of plants. Finally, with the loss of regulated chemicals, there is a clear need to
innovate control methods — two chapters consider biocontrol approaches. Bacteria repre-
sent a good opportunity to find antimicrobials against fungi and oomycetes, while phage
therapy offers a solution to bacterial infections.

Robert W. Jackson, Jestis Murillo, Boris A. Vinatzer and Dawn L. Arnold
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see also Motility
Two-arginine system see Tat secretion system
txt genes 116, 120, 124
Type Isecretion 63,6S5,71,111,113, 144
fimbriae 63, 144, 145
Type I secretion (T2S) 91,111,113
TypeIIl 142, 149, 154
Type Il secretion system 1-2,4,11,31,33-41,
46,47,62,65-76,90,111, 114,117, 144,
148-155
effector proteins see T3Es
fimbriae 144, 145
secreted effector see T3SE
Type IV secretion system 111, 113-114, 144,
146
fimbriae 63,92, 144-146, 207
pili see Fimbriae
Type VII secretion system see ESX

U
UV (ultraviolet light) 150,207,212,213

v

Vesicle trafficking 38, 46, 51, 52
Viable but non-culturable (VBNC) 142
vic 11§
VirPphA 11,33
see also AvrPtoB and HopAB
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Virulence 1-2,6-7, 10-14, 20, 33-42, 46, 52,

76, 85, 86,90-94, 101-126, 142147, 154, 176,

181, 189, 200, 206, 207, 209
Viscosin 182-189

w

Watermelon 84-93

‘Web resources 53,157,190, 214

Wheat 144, 148,173, 175, 176, 177, 186
WLIP 182-187

X

Xad 144,147

Xantholysin 183,188, 189

Xanthomonas 1-8,15-20,73,75, 90,91, 144,
147, 148, 154, 183, 185, 187-189, 208, 213

XopAH 5-8

XopAH1 6

XopAL S5-6

Xylella 92,108, 148

Xylem 61,70,92, 101, 105, 107-108, 114, 121,
150

Y

Yag 144

Yersinia 16, 40,72,147, 149
YopJ 5,15-21,68

y4

ZAR1 18,19,41
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