Preface
From ‘Omics’ to Health Economy

When the first edition of our CMV book, then entitled
Cytomegaloviruses: Molecular Biology and Immunology,
was completed and when I kept a copy of it in my hands
– fresh from the press and with Andrew Townsend’s
beautifully designed virion artwork on its cover – I
liked it, but swore to myself that editing such a book
will remain a ‘once-in-a-lifetime experience’. I was curious to learn if the book would become a success and
was wondering who, besides the authors, might spend
time on reading such an opus, or even just parts of it.
Sure, I got encouraging comments from colleagues and
was told that graduate students working on a thesis in
any facet of CMV research as well as postdoctoral fellows like the book, as did colleagues who wished to get
a concise overview on the state of the art and current
opinion in CMV topics neighbouring their own field –
but this might have been just by courtesy.
There exist more reliable indicators to suggest the
book was truly a success. First, the book was apparently no financial disaster, as otherwise the publisher,
represented by Annette Griffin, would not have tried
so hard to persuade me to break my own promise and
accept editing of a second edition. This, however, was
just an argument of economy, not necessarily indicating scientific quality. So, what counts more is the fact
that all reinvited authors of the first book, despite
having suffered from my pedantic editing, almost
immediately agreed to update their chapters. What
counts even more is the experience that newly invited
authors enthusiastically expressed their willingness to
join the team of authors for the second edition, which
I take as an evidence that they were aware of the book
and appreciated its quality. What counts most, in my
view, is the fact that some authors helped to shape and
further improve the book by suggesting new topics to
be covered in new chapters and proposing authors who
are most eligible to write them. The current edition has
profited greatly from such an expert advice.
Admittedly, I was hesitant to accept the task of editing a second edition. At the time when I was asked, the

wonderful book Human Cytomegalovirus, edited by our
authors Thomas Shenk and Mark F. Stinski for Current
Topics in Microbiology and Immunology (2008, volume
325) had been published recently, I myself had been
guest editor for a special issue ‘Cytomegalovirus’ of
Medical Microbiology and Immunology (2008, volume
197), and our authors John Sinclair and Mark Wills
were planning as guest editors for a special issue ‘Cytomegalovirus: Host–Pathogen Interactions’ of Virus
Research (2011, volume 157). So, was there really any
need for updating Caister’s Cytomegaloviruses: Molecular Biology and Immunology? Wouldn’t both authors and
readers be saturated with overviews on CMV? Would
a new edition be able to compete with all these recent
publications, and – what scared me most – would we be
able to reach again the high quality standard set by the
first edition?
The answer can only come from the critical readers.
It was clear from the very beginning that the book must
follow a concept that distinguishes it uniquely from
related more recent publications. Whilst most of the
‘special issues’ on CMV focus on human CMV or on
scientific disciplines such as the molecular biology or
immunology of CMVs, this book aims at a multidisciplinary approach to understanding CMV disease, by
taking up the tradition of Monto Ho’s book Cytomegaloviruses: Biology and Infection in the Plenum Medical
Book series Current Topics in Infectious Disease (1982)
and the Excerpta Medica ‘Proceedings of the Fourth
International Cytomegalovirus Workshop’, edited by
Susan Michelson and by our author Stanley A. Plotkin
(1993, International Congress Series 1032). It was an
aim even of the first edition to detail the cutting-edge
research on human CMV and animal CMV disease
models, and to integrate views and approaches from different disciplines. Special emphasis in the first edition,
however, was placed on basic science. Comments on
the first edition, and in particular a book review written
in Clinical Infectious Diseases by our new author Robin
K. Avery, encouraged the publisher and me to expand
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Figure 3 Distribution of viral and certain host proteins after infection. (A) An HCMV-infected fibroblast nucleus
probed for the tegument protein pp71 (green) and DAPI (blue) to label nuclei. Green small dots represent single
viral particles. Larger whitish dots in nuclei represent pp71 accumulation at ND10. (B) An HCMV-infected fibroblast
nucleus at 3 hours post infection (p.i.) containing individual in situ hybridization signals (green) that correspond to
viral genomes, only three of which are in the immediate vicinity of ND10 (red). (C) Same as B but stained for IE2
protein (blue) and IE transcripts (green). IE2 aggregates surround the IE transcripts (green) emanating from ND10
(red). Insert shows an immediate transcript environment at higher magnification (white line represents 10 μm). (D)
An HCMV-infected fibroblast nucleus triple labelled for ND10 (red), IE transcripts (green), and the interchromosomal
splicing component containing SC35 (blue). Transcripts emanate from ND10 and spread into the SC35 domain.
Insert shows an immediate transcript environment at higher magnification (white line represents 10 μm). This image
is represented in the centre of Fig. 4 in diagrammatic form. (E) Mouse fibroblast nucleus transfected with IE3 (green)
and M112/113 (red) demonstrating that these two proteins colocalize. (F). Two nuclei infected at the same time with
MCMV. Different stages of viral replication are present. Strong in situ hybridization (green) signals are present in a
few replication compartments in one cell (right) but none in the other cell (left). Unit-strength signals at the surface
of M112/113 domains in the nucleus (left) are interpreted as input genomes represented at the lower right of Fig. 4
in diagrammatic form. Reprinted from Tang and Maul (2006).

the book by integrating now also medical science to
stimulate a lively dialogue between representatives
of all disciplines involved in basic and clinical CMV

research. In line with the idea of promoting interdisciplinarity, the grouping principle for the sequence of
chapters is not by CMV species or by human disease
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Figure 4 Diagrammatic representation of temporal and spatial aspects of early CMV infection. The interacting
proteins are coded as double dots with the respective colours at the left lower corner. Reprinted from Tang and
Maul (2006).

separated from animal models, but by the scientific and
medical problems addressed.
The result is more than just an update of the first
edition – it rather is an upgrade from previously 28
chapters in one volume to currently 46 chapters
organized in two volumes. Accordingly, many topics
that were missing or were only briefly touched in the
first edition have now assumed the status of independent chapters. Though Volume 1, almost unavoidably,
has a focus on basic science to lay the foundations for
disease-oriented and clinical research emphasized in
Volume 2, I am confident that neither of the two parts
will be viewed as a ‘stand-alone’ book and that both
volumes represent equally strong science presented
by noted experts.
The new title, Cytomegaloviruses: From Molecular
Pathogenesis to Intervention, was chosen to express this
new commitment of the book, ranging now in topics
from ‘Omics’ to Health Economy.
Writing this preface painfully reminded me of the
inestimable loss for our scientific community when
our previous author and noted Wistar scientist Gerd
Maul left us on 23 August 2010, at the age of 70. He was
not only an outstanding scientist who introduced cell
biology into CMV research by discovering the ‘nuclear
domain 10’ (Ascoli and Maul, 1991) as a key element
of the host cell’s innate defence against infection
(reviewed by Tang and Maul, 2006; Maul, 2008; Maul

and Negorev, 2008; see also Chapter I.11) (Figs. 3 and
4), but also a philosopher of science with challenging
ideas, and a sculptor of modern art with exhibitions at
the ‘Institute for Contemporary Art’ at the University
of Pennsylvania and the ‘Highwire Gallery’ in Philadelphia. Most of all, he was a wonderful colleague and
friend. We miss him.
Finally, let me express my thanks to all authors who
contributed to make this book a success and an invaluable source of information for all young scientists who
are going to join us in our efforts to understand and
manage CMV disease.
Matthias J. Reddehase
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