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Most theoretical and practical arenas of biological research
are undergoing an upheaval. This condition was
engendered by the genomics revolution, made possible
by the biotechnological revolution. Reams of unfathomable
data generated by genome sequencing gave birth to the
molecular systematics revolution. Finally, biosystematics
relies in part on the discipline of molecular phylogenetics
which reveals evolutionary interrelationships between
families of nucleic acids and proteins, thereby providing a
reliable guide to structure, function and mechanism and
allowing the rational distillation of principles from otherwise
seemingly unrelated factual details.

Scientific revolutions provide the basis for conceptual
and technical revelations. Our emerging concept of the
metabolon, for example, depicts a network of
interconnected molecular entities that coordinate
transmembrane transport with intercellular metabolism and
respond to interorganismal and intercellular signalling in
both prokaryotes and eukaryotes. Metabolon control
depends on complex protein-protein interactions that often
depend on metabolite-induced protein conformational
changes. However, while these principles may be universal,
prokaryotes have apparently evolved towards metabolic
diversity, while higher eukaryotes have tended towards
metabolic specialization. This dichotomy has promoted
major differences between these two groups of organisms
that are apparent even to the casual observer.
Nevertheless, given genomic information, metabolic
pathways and metabolic fluxes through them can be
modeled for any organism using computational approaches
that render biology a more or less precise predictive
science. Since regulation was late-evolving and ever-
changing, however, mechanistic generalizations regarding
control processes prove to be phylum-specific, even when
the processes they control are universal. Regardless of
organism or conditions, the wary scientist must be
cognizant of and seek clues to the nature of unrevealed
phenomena.

Members of the JMMB editorial board are well aware
of the revolutions that are bringing new revelations to the
increasingly interactive fields of basic molecular
microbiology and applied biotechnology. Recognizing that
attitudes towards publication of information obtained using
novel approaches are not advancing at rates
commensurate with advances in the field, they have
provided several formats for publication of written

symposia, short and full-length reviews, short and full-
length research articles and correspondence for
communication of correction of errors, explanation of
discrepancies, assertion of inadequate recognition of
advances and report of novel discoveries. Publication in
JMMB can assume a format that includes presentation of
detailed information on personal web sites, and JMMB will
also provide web sites for inclusion of permanent
information of general utility to the JMMB readership.
Reliance on the web represents a fully acceptable format.

The first issue of JMMB provided representative
examples of our proposed format and style. This issue
included, first of all, a written symposium describing recent
advances in Molecular Marine Microbiology of
biotechnological relevance. This was followed by a rigorous
review article summarizing evidence that a small, previously
recognized family of bacterial efflux pumps is actually a
large ubiquitous superfamily that includes human disease
and development proteins. A short but insightful
correspondence revealed that homologues of a little-known
archaeal enzyme are found as domains within bacterial
transcription factors. Finally, an impressive series of original
research communications and full-length articles provided
significant advances in several areas of molecular
microbiology, many of them relevant to biotechnology.
Articles included in the first issue of JMMB, and those
included in the present issue, exemplify our efforts to
provide a platform for expression of novel ideas, scientific
advances and technological approaches taken by a wide
range of basic and applied scientists in the microbiological
community.

JMMB introduces a flexible program with opportunity
for continual change in keeping with the times. We welcome
contributions and suggestions from all segments of the
scientific community. Symposia should include between
five and fifteen related in depth review articles covering a
specific area of microbiological research and application,
written by experts in the field. Anyone recognizing a need
to organize such a symposium is urged to contact the
JMMB Editor-in-Chief. Minireviews (4-8 journal pages) and
full-length reviews on any of a broad range of relevant
subjects should be submitted to the Editor-in-Chief.
Correspondences addressing specific problems, correcting
published errors or grievances, providing insight into
previously less well understood phenomena, describing
novel, in silico programs, applications or technologies, or
merely reporting research discoveries that do not warrant
preparation of a full publication, can also be submitted to
the Editor-in-Chief. Research communications and articles
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should be sent directly to one of the JMMB Senior Editors
who will handle the editorial review. By streamlining the
editorial process, we hope to provide efficient, effective
service to a broad spectrum of the scientific community.
We hope to help usher in the new era made possible by
the expanding fields of microbial genomics and
bioinformatics. We welcome suggestions and contributions
from all segments of the scientific community and hope
that you will choose to submit your ideas and research
advances for publication in JMMB. You will find our editors
friendly, responsive and helpful.


